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Annotation
Bolahun virus variant 1 42% AANV
Humaita-Tubiacanga virus 98%
Jingshan Fly Virus 1 40%
Wuhan Mosquito Virus 5 59% [GMQLV1
Biggievirus Mos11 73% .
Bustos virus 65%

Phasi Charoen-like virus 98% ..

Wuhan mosquito virus 2 69% .
q ’ Relative Abundance

Terena virus 99%
Cell fusing agent virus 98% l 0.75
Culex flavivirus 99% 050
Hubei mosquito virus 2 49% GMV 0.5
Wenzhou sobemo-like virus 4 86% GMV
0.00

Anopheles totivirus 36% | GAATV
dsRNA virus environmental sample 98%
Hubei partiti-like virus 34 53%

Bombyx mori Macula-like virus 45% | GCTLV
Hubei virga-like virus 2 97%

Wuhan mosquito virus 9 46% GCRV
Wenzhou tombus-like virus 18 45%
Wenzhou crab virus 4 47%

Unassigned Viruses -

Additional file 7: Relative Abundance of Virus Species identified from 2016 samples
The viral species names shown in the heatmap are from the result of annotation tools DIAMOND and

KronaTools. Viruses also identified in 2017 were marked with blue shade.For each of the contigs as-
signed to a particular species, the ORF with the highest BLASTx identity to a reference sequence was
taken, and the average identity of these different ORFs is shown in the shaded blue boxes.



