Additional file 3: Figure S2. Pie charts showing the percentage of abundance of the most
abundant bacterial families (> 1% of the overall bacterial composition) in the different groups of
families studied (A: e5e6, B: c2c7, C: cd4ed). The color code was selected by phylum:
Actinobacteria, orange; Cyanobacteria, purple; Firmicutes, blue; Proteobacteria, green;
Spirochaetes, yellow; Others, grey.
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