Additional file 4: Table S3
Table S3. Normalized assembly of 60 million reads for extracted soil viromes.
	Sample
	Trimmed Reads (Mill)
	Contigs (> 5 kb)
	Nucleotides Assembled (Mb)

	0.22 μm TFF
	60
	11,215
	125.1

	0.22 μm PEG
	60
	7,577
	84.5

	0.45 μm TFF
	60
	9,517
	110.5

	0.45 μm PEG
	60
	9,288
	117.5
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