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Distribution of the marker profiles identified on each phage genome and 
pie chart representation of the gut phage taxonomy. (A) Histogram of marker 
proteins detected on each phage genome recovered from human gut metage-
nomes. Abbreviations are as follows: M, major capsid protein; P, portal, T, termi-
nase large subunit. (B) Taxonomic assignments of the dereplicated contigs (n = 
1,886), with the outermost ring corresponding to ICTV families.


