metabolite terms

Predicted exchange fluxes of amino acids from high (HE) and low (LE) methane emitters
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Predicted exchange fluxes of C1-C4 metabolism from high (HE) and low (LE) methane emitters
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Predicted exchange fluxes of complex compounds from high (HE) and low (LE) methane emitters
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Predicted exchange fluxes of fat from high (HE) and low (LE) methane emitters
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Predicted exchange fluxes of nucleotides from high (HE) and low (LE) methane emitters
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Predicted exchange fluxes of non-grouped metabolites from high (HE) and low (LE) methane emitters
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metabolite terms

Predicted exchange fluxes of sugars from high (HE) and low (LE) methane emitters

w w
I <~
D-Ribose - .
import . Bacteroides
] ] ] :
D-Ribose - . export Blautia
D-Ribose -

D-Fructose -

LH

D-Glucose - import Butyricicoccus
] H
| D-Fructose - - . . export Clostridium
D-Ribose -
import Clostridium
D-Fructose -
D-Ribose -
export Eubacterium
D-Ribose - - import Eubacterium
D-Ribose - I

D-Fructose =

D-Fructose =

D-Ribose -

orsteros [N I
5 :
T
o
-+
A
c
3
3
]

8
&

D-Fructose = .
N — N M 0O © O O M O ™ N N — 0 W O M~ v« O IO O N M & OO ~ <
- AN MO MO O S O© & M O O O «~ N ™ - N N S IO © M NN O 0 O O «— «
QL Q QQ Q Q 9 9Q v o QI Q9 9 9 9 -
O o © © © © © O O O O O O o o O O O O W W W W 0 0 00 0 o0 o
~ ~ ~ ~ ~ ~ ~ ~ el el hanl h ~ ~ ~ Al Al hanl h ~ ~ ~ ~ ~ ~ ~ ~ ~ ~
w O O O N N N N N N 0N 0 0 0 o nw O N N N N N N N N N nu u u
¥y r ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¢ oo ¥y r ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ ¥ o
O O O OO0 OO OO0 OO0 oo o o O 0O OO0 OO0 oo oo o o o o

o

sample_i

flux

300

200

100



(2]
© m m
o 7 g
5 £
(14
k= t t
g 2 g
N 3 E £
| .
TR N L |
- .821-81SHO
)
o . /11-81S¥O
©
3 .G60-81LSHO
©
. ¥60-81SY
m Sd0
m _/80-81S¥HO
= |
> T .280-81SHO
o .G/0-81S¥O
2
S .150-81SH0
P
LL .620-81LSHO
L
= .820-81SHO
2
(0]
g o =
O _zeL-81SH0 §
Y= »
3 _€L1-81SHO
=
e . 101-81S¥0
8
ES .060-8LSHO
Y
o .110-81S¥O
% !
X 3FH: .890-81SH0O
=) i
L
_9%0-81SHO
o N
c .GE0-81SHO
®
S _2€0-81S¥0
X
) .120-81S¥0
|5
5 ./10-81SHO
d ......... 1 1 1 1
o 2 g
o S s : 5
o 3 - 3
% pzd % Z
3 3
[v4 o

suwLey ajljogelow



