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Figure S1. Time-calibrated phylogenetic tree of termites inferred from mitochondrial genome sequences. 
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Figure S2. Relative abundance of archaeal and bacterial phyla inferred from the termite gut metagenomes and the 16S rRNA amplicon data of 74 termite samples. 
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Figure S3. Maximum likelihood phylogenetic tree inferred from 43 single-copy marker genes of 654 metagenome-assembled genomes (MAGs). The completeness and contamination of MAGs was inferred with CheckM (Park et al., 2015). Detailed information about each MAG is available in Table S9.
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Figure S4. Protein sequence alignment of predicted uricases from 53 termite transcriptomes previously published in Buček et al. (2019).
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Cryp  Cryptocercus kyebangensis
MD_RNA_1  Mastotermes darwiniensis
HSRNA1  Hodotermopsis sjostedti  
SA16-13  Hodotermes mossambicus
US17 Zootermopsis nevadensis
AUST14-12  Stolotermes victoriensis
POROTERMES52 Porotermes planiceps
PORO-CHILI  Porotermes quadricollis
AUS89  Kalotermes sp.
AUS109  Glyptotermes sp.
THAI112 Glyptotermes sp. 4
H2 Glyptotermes sp.
THAI31  Glyptotermes sp. 3
THAI114  Glyptotermes sp. 1
G678_2  Rugitermes sp. A
SING74  Neotermes sp. A
AUS102  Neotermes sp.
AUS91  Neotermes sp.
KE15-30  Bifiditermes sp.
M16  Tauritermes sp.
AUS111  Incisitermes nr. barretti
US10  Incisitermes snyderi
MAL39  Cryptotermes domesticus
AUS110  Cryptotermes sp.
AUS117  Cryptotermes sp.
Chi15_131  Stylotermes sp.
BRA31  Serritermes serrifer
G13-144 Glossotermes oculatus
NG30  Parrhinotermes browni
THAI23  Parrhinotermes sp. A
G13-54  Dolichorhinotermes longilabius
RDCT112  Schedorhinotermes lamanianus
THAI63  Schedorhinotermes sp. 3
TBRU2.3A  Schedorhinotermes sarawakensis
NG84  Termitogeton planus
NG90  Prorhinotermes inopinatus
THAI98  Reticulitermes sp. A 
US1  Reticulitermes nelsonae
AUS88  Heterotermes cf. paradoxus
AUS121  Heterotermes cf. paradoxus
AUS47  Heterotermes vagus
TBRU8.25  Heterotermes tenuior
CF_RNA_1  Coptotermes formosanus
NG87 Coptotermes elisae
RDCT185  Coptotermes
G13-107  Coptotermes testaceus
RDCT165  Sphaerotermes sphaerothorax
CAM16-02a Acanthotermes acanthothorax
RDCT109  Pseudacanthotermes militaris
BDIT072  Macrotermes subhyalinus
THAI50  Macrotermes gilvus
THAI071  Macrotermes annandalei
SAF5 Allodontotermes schultzei
RDCT144  Odontotermes sp. D
BDIT086  Odontotermes sp.
THAI064  Odontotermes javanicus
TBRU8.14E  Labritermes buttelreepeni
BDIT108_2  Foraminitermes rhinoceros
CAM16-13  Labidotermes celesi
CAM16-05  Phoxotermes cerberus
CAM212  Heimitermes laticeps
BDIT062  Acholotermes chirotus
BDIT49  Aderitotermes sp. 2
RDCT070 Ateuchotermes retifaciens
RDCT098  Amalotermes phaeocephalus
RDCT021  Acidnotermes praus
BDIT112 Astalotermes murcus
SAF6  Alyscotermes sp.
BDIT061 Alyscotermes kilimandjaricus
T4.14A  Euhamitermes hamatus
G13-17 Anoplotermes-group sp. N
G13-65 Anoplotermes-group sp. Q
G756 Patawatermes nigripunctatus
G13-69  Anoplotermes-group sp. AF
G13-04  Anoplotermes parvus
G13-32  Anoplotermes banksi
G13-08 Anoplotermes janus
TBRU7.11D  Orientotermes emersoni
G13-24  Cylindrotermes parvignathus
RDCT180  Cephalotermes rectangularis
CIVT017 Mimeutermes sorex
CAM16_18 Leptomixotermes doriae
BRA1  Constrictotermes cyphergaster
G13-48  Constrictotermes cavifrons
G728  Agnathotermes crassinasus
G729 Araujotermes parvellus
G13-30 Coatitermes kartaboensis
G13-130  Coatitermes sp. 2
AUS49  Tumulitermes sp.
NSW6 Occasitermes occasus
THAI100  Bulbitermes nr. laticephalus
THAI43  Nasutitermes sp. 3
THAI45  Oriensubulitermes inanis
THAI067  Hospitalitermes sp. C
BDIT041  Nasutitermes arborum
KE15-44  Trinervitermes gratiosus
BDIT094  Trinervitermes sp.
RDCT106 Nasutitermes lujae
BRU6  Nasutitermes matangensis
NG60 Nasutitermes gracilirostris
NG69  Nasutitermes bikpelanus
G733  Nasutitermes macrocephalus
AUS54  Nasutitermes triodiae
AUS62  Nasutitermes graveolus
G13-60  Neocapritermes taracua
G13-28 Planicapritermes planiceps
G683  Neocapritermes sp. H
NG81  Microcerotermes papuanus
AUS13  Microcerotermes sp.
BDIT102  Microcerotermes fuscotibialis
Msp_RNA_1 Microcerotermes sp.
FG-ND02-38  Microcerotermes sp. SA
G13-23  Embiratermes brevinasus
G13-45  Cyrilliotermes angulariceps
BRA14  Cyrilliotermes sp.
BRA11_2 Syntermes grandis
BRA9 Rhynchotermes nasutissimus
G13_62  Cornitermes sp. A
BRA3  Cornitermes cumulans
BRA5  Silvestritermes heyeri
BRA29  Labiotermes sp. 
G13-43  Labiotermes labralis
RD1T21-M1e  Promirotermes pygmaeus
RDCT105  Ophiotermes grandilabius
BDIT069  Cubitermes nr. fulvus
RDCT051 Orthotermes depressifrons
BDIT43  Basidentitermes aurivillii
RDCT159  Proboscitermes tubuliferus
RDCT125 Tuberculitermes bycanistes
G13-112  Cavitermes tuberosus
G13-105 Termes fatalis 
NG49  Protocapritermes odontomachus
THAI096  Termes propinquus
TBRU5.14A  Prohamitermes mirabilis
THAI49 Amitermes dentalus
AUS4 Amitermes meridionalis
G697  Orthognathotermes aduncus
G730  Dentispicotermes brevicarinatus
NG55  Pericapritermes sp. B
NG45  Pericapritermes parvus
NG45 Pericapritermes parvus
SING57  Dicuspiditermes nemorosus
THAI038 Mirocapritermes sp. 1
THAI037 Procapritermes sp. 1
SP1 Sinocapritermes mushae
THAI105  Sinocapritermes sp. 1
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Cryp

 Cryptocercus kyebangensis

MD_RNA_1 Mastotermes darwiniensis

HSRNA1 Hodotermopsis sjostedti  

SA16-13 Hodotermes mossambicus

US17 Zootermopsis nevadensis

AUST14-12 Stolotermes victoriensis

POROTERMES52 Porotermes planiceps

PORO-CHILI Porotermes quadricollis

AUS89 Kalotermes sp.

AUS109 Glyptotermes sp.

THAI112 Glyptotermes sp. 4

H2 Glyptotermes sp.

THAI31 Glyptotermes sp. 3

THAI114 Glyptotermes sp. 1

G678_2 Rugitermes sp. A

SING74 Neotermes sp. A

AUS102 Neotermes sp.

AUS91 Neotermes sp.

KE15-30 Bifiditermes sp.

M16 Tauritermes sp.

AUS111 Incisitermes nr. barretti

US10 Incisitermes snyderi

MAL39 Cryptotermes domesticus

AUS110 Cryptotermes sp.

AUS117

 Cryptotermes sp.

Chi15_131 Stylotermes sp.

BRA31 Serritermes serrifer

G13-144 Glossotermes oculatus

NG30 Parrhinotermes browni

THAI23 Parrhinotermes sp. A

G13-54 Dolichorhinotermes longilabius

RDCT112 Schedorhinotermes lamanianus

THAI63 Schedorhinotermes sp. 3

TBRU2.3A Schedorhinotermes sarawakensis

NG84 Termitogeton planus

NG90 Prorhinotermes inopinatus

THAI98 Reticulitermes sp. A

 

US1 Reticulitermes nelsonae

AUS88 Heterotermes cf. paradoxus

AUS121 Heterotermes cf. paradoxus

AUS47 Heterotermes vagus

TBRU8.25 Heterotermes tenuior

CF_RNA_1 Coptotermes formosanus

NG87 

Coptotermes elisae

RDCT185 Coptotermes

G13-107 Coptotermes testaceus

RDCT165 Sphaerotermes sphaerothorax

CAM16-02a Acanthotermes acanthothorax

RDCT109 Pseudacanthotermes militaris

BDIT072 Macrotermes subhyalinus

THAI50

 Macrotermes gilvus

THAI071 Macrotermes annandalei

SAF5 Allodontotermes schultzei

RDCT144 Odontotermes sp. D

BDIT086

 Odontotermes 

sp.

THAI064 Odontotermes javanicus

TBRU8.14E Labritermes buttelreepeni

BDIT108_2 Foraminitermes rhinoceros

CAM16-13 Labidotermes celesi

CAM16-05 Phoxotermes cerberus

CAM212 Heimitermes laticeps

BDIT062

 Acholotermes chirotus

BDIT49 Aderitotermes sp. 2

RDCT070 Ateuchotermes retifaciens

RDCT098 Amalotermes phaeocephalus

RDCT021

 Acidnotermes praus

BDIT112 Astalotermes murcus

SAF6 Alyscotermes sp.

BDIT061 Alyscotermes kilimandjaricus

T4.14A Euhamitermes hamatus

G13-17 Anoplotermes-group sp. N

G13-65 Anoplotermes-group sp. Q

G756 Patawatermes nigripunctatus

G13-69 Anoplotermes-group sp. AF

G13-04 Anoplotermes parvus

G13-32 Anoplotermes banksi

G13-08 

Anoplotermes janus

TBRU7.11D Orientotermes emersoni

G13-24 Cylindrotermes parvignathus

RDCT180 Cephalotermes rectangularis

CIVT017 Mimeutermes sorex

CAM16_18 Leptomixotermes doriae

BRA1 Constrictotermes cyphergaster

G13-48

 Constrictotermes cavifrons

G728 Agnathotermes crassinasus

G729 Araujotermes parvellus

G13-30 Coatitermes kartaboensis

G13-130 Coatitermes 

sp. 2

AUS49 Tumulitermes sp

.

NSW6 Occasitermes occasus

THAI100 Bulbitermes nr. laticephalus

THAI43 Nasutitermes sp. 3

THAI45 Oriensubulitermes inanis

THAI067 Hospitalitermes sp. C

BDIT041 Nasutitermes arborum

KE15-44 Trinervitermes gratiosus

BDIT094 Trinervitermes sp.

RDCT106 Nasutitermes lujae

BRU6 Nasutitermes matangensis

NG60 Nasutitermes gracilirostris

NG69 Nasutitermes bikpelanus

G733 Nasutitermes macrocephalus

AUS54 Nasutitermes triodiae

AUS62 Nasutitermes graveolus

G13-60 Neocapritermes taracua

G13-28 Planicapritermes planiceps

G683 Neocapritermes sp. H

NG81 Microcerotermes papuanus

AUS13 Microcerotermes sp.

BDIT102

 Microcerotermes fuscotibialis

Msp_RNA_1 Microcerotermes sp.

FG-ND02-38 Microcerotermes sp. SA

G13-23

 Embiratermes brevinasus

G13-45 Cyrilliotermes angulariceps

BRA14 Cyrilliotermes sp.

BRA11_2 Syntermes grandis

BRA9

 Rhynchotermes nasutissimus

G13_62 Cornitermes sp. A

BRA3 Cornitermes cumulans

BRA5 Silvestritermes heyeri

BRA29 Labiotermes sp.

 

G13-43 Labiotermes labralis

RD1T21-M1e

 Promirotermes pygmaeus

RDCT105 Ophiotermes grandilabius

BDIT069 Cubitermes nr. fulvus

RDCT051 Orthotermes depressifrons

BDIT43 Basidentitermes aurivillii

RDCT159 Proboscitermes tubuliferus

RDCT125 Tuberculitermes bycanistes

G13-112 Cavitermes tuberosus

G13-105 Termes fatalis 

NG49 Protocapritermes odontomachus

THAI096 Termes propinquus

TBRU5.14A Prohamitermes mirabilis

THAI49 Amitermes dentalus

AUS4 Amitermes meridionalis

G697 Orthognathotermes aduncus

G730 Dentispicotermes brevicarinatus

NG55 Pericapritermes sp. B

NG45 Pericapritermes parvus

NG45 Pericapritermes parvus

SING57 Dicuspiditermes nemorosus

THAI038 

Mirocapritermes sp. 1

THAI037 Procapritermes sp. 1

SP1 Sinocapritermes mushae

THAI105

 Sinocapritermes 

sp. 1
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