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This word cloud was generated using the ISS data mentioned in Singh et al. 2018 [1]. A table consisting of human pathogenic microbes was created, and the table was uploaded to Megan6 software [2]. The 
"taxon chart window" was used to visualize the abundance distribution of the taxa as a word cloud. All the species having >1% of the total reads in consideration were visualized in the word cloud.
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