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TAM: Tryptamine
IPYA: Indole-3-pyruvate
ILA: Indole-3-lactate
IA: Indole acrylate
IAM: indole-3-acetamide
IAAld: Indole-3-acetaldehye
IAA: Indole-3-acetate
IGoxA: Indole-3-glyoxylic acid
IAld: Indole-3-aldehyde

Bacterial Enzymes
ArAT: aromatic amino acid aminotransferase
fldH: D-lactate dehydrogenase
AmiE: aliphatic amidase E
TNA: tryptophanase
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: aldehyde dehydrogenaseALD
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