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Inovirus_Enterocloster_clostridiformis_NBRC_113352

Inovirus_Enterocloster_clostridioformis_WAL_7855

Inovirus_Enterocloster_clostridiformis_MSK226

Inovirus_Enterocloster_clostridioformis_2_1_49FAA

Inovirus_Enterocloster_bolteae_WAL_14578

Inovirus_Enterocloster_bolteae_ATCC_BAA_613

Inovirus_Enterocloster_citroniae_WAL−17108

Inovirus_Hungatella_hathewayi_WAL_18680_BEI_HM_308

Inovirus_Enterocloster_aldenense_AM40_2AC

Inovirus_Clostridium_beijerinckii_NRRL_B−598

Inovirus_Clostridium_butyricum_DSM_10702

Inovirus_Clostridium_butyricum_NBRC_13949

Inovirus_Enterocloster_bolteae_AHG0001
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