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S98 MTEISRQAYADMFGPTTGDRVRLADTELWIEVENDLTTYGEEVKFGGGKVIRDGMGQGQMRARACVDLVITNTLIVDHWGIVKADIGIKDGRIF
S106 MAEISRQAYADMFGPTTGDKVRLADTDLWIEVENDLTTYGEEVKFGGGKVIRDGMGQGQMPSQECVDLVITNALIVDHWGIIKADIGIKDGRIF
S26 MSNISRQAYADMFGPTVGDKVRLADTELWIEVEDDLTTYGEEVKFGGGKVIRDGMGQGQMLAADCVDLVLTNALIVDHWGIVKADIGVKDGRIF
S104 MAEISRQAYADMFGPTIGDKVRLADTDLWIEVENDLTTYGEEVKFGGGKVIRDGMGQGQMPSQECVDLVITNALIVDHWGIVKADIGIKDGRIF
S99 MKTISRQAYADMFGPTTGDRLRLADTELFLEIEKDFTTYGEEVKFGGGKVIRDGMGQSQVVNAECVDVLITNAIILDHWGIVKADIGIKDGRIV
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S98 NPDIQPNVTIPIGVGTEAIAGEGKIVTAGGVDTHIHWICPQQAEEALVSGVTTMIGGGTGPAAGTNATTCTPGPWYIARMLQAADSLPVNIGFL
S106 NPDIQPDVTIPIGVATEAIAGEGKIVTAGGVDTHIHWICPQQAEEALVSGVTTMIGGGTGPAAGTNATTCTPGPWYIARMLQAADTLPVNIGLL
S26 NPDIQPNVTIPIGAATEVIAAEGKIVTAGGIDTHIHWICPQQAEEALVSGVTTMVGGGTGPAAGTHATTCTPGPWYISRMLQAADSLPVNIGLL
S104 NPDIQPDVTIPIGVATEAIAGEGKIVTAGGVDTHIHWICPQQAEEALVSGVTTMIGGGTGPAAGTNATTCTPGPWYIARMLQAADTLPVNIGLL
S99 NPDVQPNVDIVVGPATEVVAGEGKIVTAGGVDTHIHFICPQQAQEGLVSGVTTFIGGGTGPVAGTNATTVTPGIWNMHRMLEAVDELPINVGLF

210 220 230 240 250 260 270 280 290
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S98 NPDALREQIAAGAIGLKIHEDWGATPAAIDCALTVAEEMDIQVALHSDTLNESGFVEDTLAAIGDRTIHTFHTEGAGGGHAPDIITACAHPHIL
S106 HPDALREQVAAGAIGLKIHEDWGATPAAIDCALTVADEMDIQVALHSDTLNESGFVEDTLAAIGDRTIHTFHTEGAGGGHAPDIITACAHPNIL
S26 QPDALREQVAAGVIGLKIHEDWGATPAAIDCALTVADEMDIQVALHSDTLNESGFVEDTLAAIGGRTIHTFHTEGAGGGHAPDIITACAHPNIL
S104 HPDALREQIAAGAIGLKIHEDWGATPAAIDCALTVADEMDIQVALHSDTLNESGFVEDTLAAIGDRTIHTFHTEGAGGGHAPDIITACAHANIL
S99 QPEAVREQIEAGAIGLKIHEDWGATPMAIHNCLNVADEMDVQVAIHSDTLNEGGFYEETVKAIAGRVIHVFHTEGAGGGHAPDVIKSVGEPNIL

310 320 330 340 350 360 370 380 390
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S98 TLPYTVNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRRETIAAEDVLHDLGAFSLTSSDSQAMGRVGEVILRTWQVAHRMKVQRGPLAEETGD
S106 TLPYTVNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRRETIAAEDVLHDIGAFSLTSSDSQAMGRVGEVILRTWQVAHRMKVQRGPLAEETGE
S26 TLPYTLNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRRETIAAEDVLHDLGAFSLTSSDSQAMGRVGEVILRTWQVAHRMKVQRGALAEETGD
S104 TLPYTVNTIDEHLDMLMVCHHLDPDIAEDVAFAESRIRRETIAAEDVLHDIGAFSLTSSDSQAMGRVGEVILRTWQVAHRMKVQRGPLAEETGD
S99 TMPYTINTVDEHLDMLMVCHHLDPSIPEDVAFAESRIRRETIAAEDILHDMGAISVMSSDSQAMGRVGEVILRTWQCAHKMKLQRGILEGDTAE

410 420 430 440 450 460 470 480 490
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S98 VKRYIAKYTINPALTHGIAHEVGSVEAGKLADLVLWSPAFFGVKPATLIKGGMIVCAPMGDINASIPTPQPVHYRPMFGALGAARHHCRLTFLS
S106 VKRYIAKYTINPALTHGIAHEVGSIEAGKLADLVLWSPAFFGVKPATIVKGGMIACAPMGDINASIPTPQPVHYRMMFGALGAARHHSRLTFLS
S26 VKRYIAKYTINPALTHGIAHEVGSIEVGKLADLVVWSPAFFGVKPATVIKGGMIAIAPMGDINASIPTPQPVHYRPMFGALGSARHHCRLTFLS
S104 VKRYIAKYTINPALTHGIAHEVGSIEAGKLADLVLWSPAFFGVKPATIVKGGMIACAPMGDINASIPTPQPVHYRLMFGALGAARHHSRLTFLS
S99 IKRYVAKYTINPALAHGIAHEVGSIEKGKLADLVLWDPAFFGVKPALIMKGGMVAYAPMGDINAAIPTPQPVHYRPMYACLGKAKYQTSMIFMS

510 520 530 540 550 560
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S98 GIAQQLNLRSATAVVKGCRTVKKADMIHNSLQPNITVDAQTYEVRIDGEPITSEPADVLPMAQRYFLF
S106 GVAQQLNLQSQTAVVKGCRTVKKADMIHNSLQPTITVDAQTYEVRIDGELITSDPADVLPMAQRYFLF
S26 GVAERLNLRSAIAVVKGCRTVQKADMVHNSLQPNITVDAQTYEVRVDGELITSEPADVLPMAQRYFLF
S104 GVAQRLNLQSQTAVVKGCRTVKKADMIHNSLQPNITVDAQTYEVRIDGELITSEPADVLPMAQRYFLF
S99 GVPEKLGLKSLI GRVQGCRSVTKASMIHNSYVPHIELDPQTYIVKADGVPLVCEPATQLPMAQRYFLF
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