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Supplementary Figure 1: Detail of the genomic MAGs analysed in this study. Completeness and contamination were determined using ChekM. Maximum coverage was calculated using the average coverage determined using BWA-MEM of all contigs found in the MAGs. Green dots indicate the presence in the MAGs of hydrocarbon production genes while orange and blue dots refer to hydrocarbon degradation genes. Pink and purple dots indicate genes involved in nitrogen and sulfur transformations respectively. Detail of the genes (KO) identified in the MAGs is available in Supplementary Dataset 1.

Supplementary Dataset: Detail of the genes (KO) identified in the MAGs involved in hydrocarbon production and degradation.
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1bin.662 Deg. Actinobacteria Alpinimonas 78.04 4.65 24.1 2m l

1bin.2 Deg. Unknown Unclassified Bacteria 70.17 4.9 16.7 2m l l l l l

1bin.304 Deg. Unknown Unclassified Bacteria 49.14 3.45 10.9 2m l l l l l

1bin.523 Deg. Actinobacteria Actinomycetales 43.99 1.81 11.6 2m l

1bin.345 Deg. Betaproteobacteria Polaromonas 52.59 4.31 15.6 2m l l l

2bin.328 Deg. Alphaproteobacteria Sphingomonadales 60.83 1.61 22.1 2m l

2bin.530 Deg. Bacteroidetes Aquirufa 89.07 2.31 23.0 2m l l

3bin.279 Deg. Bacteroidetes Sediminibacterium 87.7 4.08 19.3 2m l l

bin.100 Prod. Verrucomicrobia Opitutaceae 42.11 1.75 21.4 6m

l

l

bin.382 Prod. Planctomycetes Gemmataceae 90.34 4.68 13.2 6m

l

l

bin.666 Prod. Deltaproteobacteria Bradymonadia 82.8 2.9 14.3 6m

l

l l

bin.112 Prod. Planctomycetes Pirellula 86.08 2.94 6.8 6m

l

l

3.2bin.534 Deg. Alphaproteobacteria Reyranella 93.48 3.72 16.3 6m l l l l

3.5bin.283 Deg. Acidobacteria Vicinamibacterales 91.3 4.83 26.2 6m l l

4bin.84 Deg. Actinobacteria Nanopelagicales 67.73 1.13 21.7 6m l l l l

4bin.25 Deg. Betaproteobacteria Limnohabitans 81.89 4.51 24.5 6m l l l l l

4bin.227 Deg. Bacteroidetes Ferruginibacter 92.78 4.88 11.6 6m l

4.2bin.96 Deg. Bacteroidetes Sediminibacterium 96.47 0.04 13.8 6m l

bin.295 Prod. Verrucomicrobia Cephaloticoccus 97.81 4.16 13.9 14m

l

bin.110 Prod. Nitrospina Nitrospinaceae 96.53 4.27 58.3 14m

l

l l

bin.231 Prod. Planctomycetes Gemmataceae 64.88 2.2 9.2 14m

l

l l

4.3bin.539 Deg. Bacteroidetes Flavobacteriales 95.23 2.01 68.8 14m l l l

5bin.362 Deg. Planctomycetes Planctomycetota 94.09 1.08 88.8 14m l l

5bin.316 Deg. Bacteroidetes Schleiferiaceae 90.32 1.18 433.114m l l

5bin.585 Deg. Bacteroidetes Schleiferiaceae 89.34 1.34 40.2 14m l l

5bin.118 Deg. Alphaproteobacteria Rhodobacteraceae 90.29 1.44 45.4 14m l l l l l l

5bin.327 Deg. Alphaproteobacteria Parasphingorhabdus 69.15 3.45 18.7 14m l l

5bin.399 Deg. Gammaproteobacteria Woeseiaceae 64.13 1.28 8.5 14m l l l l l

5bin.302 Deg. Bacteroidetes Cyclobacteriaceae 97.11 0.87 17.4 14m l l

5bin.317 Deg. Bacteroidetes Bacteroidia 92.67 4.81 13.1 14m l

5bin.209 Deg. Gammaproteobacteria Porticoccaceae 95.75 0.96 14.2 14m l l

5bin.654 Deg. Gammaproteobacteria SAR86 69.76 0.56 16.1 14m l l

6bin.403 Deg. Actinobacteria Nanopelagicales 81.56 2.16 297.014m l l l l

6bin.257 Deg. Alphaproteobacteria Alphaproteobacteria_SHVP01 67.13 4.88 8.9 14m l l l l

6.5bin.449 Deg. Bacteroidetes Rhodothermales 92.95 1.69 9.6 14m l l l

7bin.568 Deg. Bacteroidetes Flavobacteriales 88.57 0.06 21.9 14m l l l

7bin.250 Deg. Gammaproteobacteria SAR86 65.52 1.72 5.9 14m l l l l l l

7bin.121 Deg. Gammaproteobacteria Pseudohongiellaceae 91.71 1.67 8.0 14m l l l l l

bin.212 Prod. Planctomycetes Planctomycetaceae 92.43 3.47 10.6 22m

l

l l l l

bin.415 Prod. Deltaproteobacteria Myxococcota 74.42 4.37 9.1 22m

l

l l

bin.588 Prod. Planctomycetes Lentisphaerae 14.66 1.72 5.3 22m

l

l l

bin.157 Prod. Deltaproteobacteria Deltaproteobacteria 27.43 0.65 5.8 22m

l

l l l

bin.51 Prod. Cyanobacteria Cyanobacteria 83.65 2.22 68.4 22m

l

l l l

7.5bin.462 Deg. Bacteroidetes Flavobacteriales 97.24 0.54 15.5 22m l l l

7.5bin.509 Deg. Marinimicrobia Marinisomatota 56.69 0.86 22.1 22m l l l l

8bin.159 Deg. Marinimicrobia Marinisomatales 96.7 0 237.122m l l l

8bin.415 Deg. Deltaproteobacteria Myxococcota 74.42 4.37 9.1 22m l

8bin.347 Deg. Actinobacteria Nanopelagicales 64.18 0.26 5.6 22m l l l

8bin.396 Deg. Bacteroidetes Bacteroidia 95.36 4.31 10.9 22m l l l l l l

8bin.586 Deg. Bacteroidetes Bacteroidales 92.23 2.8 14.5 22m l l l l l l

8bin.504 Deg. Alphaproteobacteria Rhodospirillales 64.79 2.77 7.4 22m l l l l l

8bin.241 Deg. Alphaproteobacteria Alphaproteobacteria 63.7 2.83 8.6 22m l l

9bin.640 Deg. Planctomycetes Sedimentisphaerales 89.57 4.7 10.0 22m l l l

bin.469 Prod. Deltaproteobacteria Desulfatibia 77.21 3.42 89.8 34m

l

l l l l

bin.150 Prod. Deltaproteobacteria Deltaproteobacteria 31.6 0.92 181.134m

l

l l

bin.21 Prod. Deltaproteobacteria Desulfobia 98.25 4.96 6.1 34m

l

l l l l l

bin.597 Prod. Planctomycetes Planctomycetota 24.45 0 3.7 34m

l

bin.80 Prod. Deltaproteobacteria Deltaproteobacteria 20.85 0 3.6 34m

l

l l

10bin.444 Deg. Bacteroidetes Bacteroidales 86.11 5.73 9.5 34m l l l l

10bin.334 Deg. Deltaproteobacteria Deltaproteobacteria_SRB1 82.27 4.36 8.6 34m l l l l l l

10bin.658 Deg. Omnitrophota Omnitrophota 86.18 4.34 8.4 34m l

11bin.62 Deg. Marinimicrobia Marinisomatota 63.28 0 51.4 34m l l l l l

11bin.676 Deg. Bacteroidetes Prolixibacteraceae 86.19 4.61 5.6 34m l l l

11.5bin.164 Deg. Chloroflexi Chloroflexi 96.7 1.98 12.8 34m l l l

12bin.3 Deg. Spirochaetes Spirochaetia 89.99 4.82 9.9 34m l

12bin.410 Deg. Bacteroidetes Bacteroidales 71.31 2.54 8.5 34m l l

13bin.269 Deg. Deltaproteobacteria Desulfatiglandaceae 85.32 2.4 16.7 34m l l l

bin.601 Prod. Deltaproteobacteria Deltaproteobacteria 42.8 1.97 16.9 40m

l

l l

bin.321 Prod. Sumerlaeota Sumerlaeota 49.54 0.85 3.5 40m

l

13.5bin.120 Deg. Marinimicrobia Marinisomatales 86.81 1.1 71.0 40m l l

14bin.464 Deg. Aminicenantes Aminicenantaceae 83.59 4.84 66.6 40m l l l

14bin.267 Deg. Deltaproteobacteria Desulfatiglandales 90 4.42 18.2 40m l l l l l l l

15bin.199 Deg. Unknown Unclassified_bacteria 46.3 1.14 7.9 40m l l

15.5bin.601 Deg. Deltaproteobacteria Deltaproteobacteria 42.8 1.97 16.9 40m l

16bin.184 Deg. Bacteroidetes Bacteroidales 94.48 2.69 16.5 40m l l l

17bin.271 Deg. Unknown Unclassified_bacteria 44.05 0 9.7 40m l l

bin.139 Prod. Deltaproteobacteria Desulfaltia 82.8 0.86 99.8 55m

l

l

bin.375 Prod. Planctomycetes Pirellulales 78.32 0.57 11.4 55m

l

l l

bin.238 Prod. Planctomycetes Planctomycetes 55.73 0 5.0 55m

l

l l

18bin.375 Deg. Planctomycetes Pirellulales 78.32 0.57 11.4 55m l

18.1bin.322 Deg. Cand. Div. KSB1 Cand. Div. KSB1 96.09 2.75 10.2 55m l l l

18.1bin.493 Deg. Unknown Unclassified_bacteria 40.18 0.54 9.1 55m l

19.8bin.256 Deg. Chloroflexi Chloroflexi 70.74 0.99 7.0 55m l l

19.8bin.326 Deg. Deltaproteobacteria Syntrophales 61.5 2.26 6.4 55m l l l

bin.8 Prod. Planctomycetes Planctomycetota 78.38 4.99 4.5 65m

l

l

bin.473 Prod. Planctomycetes Lentisphaerae 35.61 1.4 3.4 65m

l

l

bin.605 Prod. Planctomycetes Lentisphaerae 36.02 2.03 5.6 65m

l

l

bin.95 Prod. Planctomycetes Planctomycetota 64.39 4.94 10.0 65m

l

l l

19.9bin.397 Deg. Planctomycetes Sedimentisphaerales 80.86 4.18 5.9 65m l l

20bin.86 Deg. Planctomycetes Cand. Abyssubacteria 66.57 4.38 3.4 65m l l l

21bin.111 Deg. Unknown Unclassified_bacteria 46.06 0.88 3.8 65m l l l


