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PWY-4242: pantothenate and coenzyme A biosynthesis III

Stratifications:

Faecalibacterium prausnitzii

Bacteroides vulgatus

Escherichia coli

Bacteroides caccae

Bifidobacterium pseudocatenulatum

Fusicatenibacter saccharivorans

Bacteroides ovatus

Bacteroides stercoris

Bacteroides plebeius

Bacteroides thetaiotaomicron

Other

Unclassified
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PWY-4242: pantothenate and coenzyme A biosynthesis III

Stratifications:

Faecalibacterium prausnitzii

Eubacterium rectale

Bacteroides vulgatus

Bacteroides dorei

Roseburia faecis

Bacteroides stercoris

Bacteroides plebeius

Alistipes putredinis

Bacteroides uniformis

Ruminococcus gnavus

Other

Unclassified

Sample label:
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COA-PWY: coenzyme A biosynthesis I

Stratifications:

Faecalibacterium prausnitzii

Bacteroides vulgatus

Prevotella copri

Bacteroides plebeius

Prevotella sp AM42 24

Escherichia coli

Bacteroides caccae

Bacteroides plebeius CAG 211

Bacteroides ovatus

Fusicatenibacter saccharivorans

Other

Unclassified

Sample label:

Case

Samples (N=24)
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COA-PWY: coenzyme A biosynthesis I

Stratifications:

Faecalibacterium prausnitzii

Bacteroides plebeius

Bacteroides vulgatus

Eubacterium rectale

Prevotella copri

Bacteroides dorei

Roseburia faecis

Bacteroides stercoris

Bacteroides uniformis

Alistipes putredinis

Other

Unclassified

Sample label:

Control

Samples (N=28)
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PWY-7357: thiamin formation from pyrithiamine and oxythiamine (yeast)

Stratifications:

Faecalibacterium prausnitzii

Prevotella copri

Escherichia coli

Fusicatenibacter saccharivorans

Eubacterium siraeum

Ruminococcus torques

Bacteroides uniformis

Eubacterium rectale

Roseburia faecis

Bacteroides xylanisolvens

Other

Unclassified

Sample label:

Case

Samples (N=24)
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PWY-7357: thiamin formation from pyrithiamine and oxythiamine (yeast)

Stratifications:

Faecalibacterium prausnitzii

Prevotella copri

Eubacterium rectale

Roseburia faecis

Bacteroides uniformis

Ruminococcus gnavus

Fusicatenibacter saccharivorans

Escherichia coli

Bacteroides uniformis CAG 3

Anaerostipes hadrus

Other

Unclassified

Sample label:

Control

Samples (N=28)
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PWY-6168: flavin biosynthesis III (fungi)

Stratifications:

Faecalibacterium prausnitzii

Bacteroides vulgatus

Parabacteroides distasonis

Escherichia coli

Ruminococcus torques

Bacteroides fragilis

Blautia obeum

Bacteroides fragilis CAG 47

Lachnospira pectinoschiza

Eubacterium rectale

Other

Unclassified

Sample label:
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Samples (N=24)
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PWY-6168: flavin biosynthesis III (fungi)

Stratifications:

Faecalibacterium prausnitzii

Eubacterium rectale

Bacteroides vulgatus

Bacteroides dorei

Roseburia faecis

Parabacteroides distasonis

Blautia wexlerae

Agathobaculum butyriciproducens

Ruminococcus torques

Blautia obeum

Other

Unclassified

Sample label:

Control

Samples (N=28)
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