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Fig. S1| Materials used for the in-situ incubation in the River Sowe. (A) PVC frame (19×49 cm) to which LDPE, W-LDPE and wood strips were attached. (B) FTIR spectra from pristine and weathered LDPE (W-LDPE; thermooxidased material). W-LDPE displays a characteristic carbonyl peak of absorption at 1712 cm-1.
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Fig. S2| In-situ incubation site. (A) Georeferenced panel grid map of the location of the in-situ incubations (B) Geographical location of the incubation site in the River Sowe. The wastewater treatment plant (WWTP) located upstream from the incubation site is indicated. (C) Characteristics of the incubation site in River Sowe (white star). (D) Submerged PVC frame utilised for the incubation of the materials in the river.
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Fig. S3| Heatmap showing relative abundance at the domain, phylum, class, order, family, genus, and species levels from left to right, respectively. The mean for three replicates for each sample type is shown, and only the top 30 most abundant taxa are shown for each taxonomic rank, where there were more than 30 present.
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Fig. S4| Phylogenetic tree of the 214 bacterial MAGs generated from the in-situ metagenomes. Working outwards from the centre: relative abundance of each MAG in each sample (wood, W-LDPE, LDPE and water), secreted and non-secreted virulence factor abundance, secreted and non-secreted toxin abundance and number of ARG copies in each class. The MAG name and GTDB taxonomic classification are shown on the outside.
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Fig. S5| Total and average numbers of (A) ARGs, (B) toxins and (C) virulence factors within all MAGs, as predicted by PathoFact. Each panel shows the sum, prevalence, mean and maximum number of genes giving resistance to each ARG drug class, secreted or non-secreted toxins and (potential) secreted and non-secreted virulence factors, respectively.
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Fig. S6| Microcosms setup. A) Schematic display of microsomes setup including plastic types, controls and the antibiotic included. B) Example of microcosms and condition of plastic materials after 7 days of incubation (20°C, 40 rpm).
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