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A: Purine metabolism
B: beta-Alanine metabolism
C: Pyrimidine metabolism
D: Pantothenate and CoA biosynthesis
E: Arginine and proline metabolism
F: Glutathione metabolism
G: Caffeine metabolism
H: Vitamin B6 metabolism
I: Pentose phosphate pathway
J: Benzoate degraation
K: Bisphenol degraation
L: Biosynthesis of siderophore group nonribosomal peptides
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Fig. S7 Rumen metabolome of A30Con vs BT, A16Con vs ACon, and A30Con vs ACon




