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[bookmark: _Ref133240033]Figure S3. Differential abundances of a selection of metagenomics species between PM and RT enterotypes. Abundance of the 12 most enriched MetaGenomic Species identified with shotgun metagenomics in either RT (A) or PM animals (B). Two subsets of 15 females are considered, blue and red boxplots corresponding to PM and RT animals respectively. Here, the abundance is the estimated genome sequencing coverage at similar sequencing depth.
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