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Supplementary figure 2: CST distribution and time-series dynamics for the 16S samples

CSTs are shown as colored dots as per the legend in the page 31. The outline of each box depicts the
assignment to vaginal community dynamics. Missing samples are omitted. Bleedings are marked as
red dots. Blue: constant eubiotic. Green: menses-related dysbiotic. Yellow: unstable. Red: constant

dysbiotic.

Figure S2 extends for two pages, the first one with the data, and the second with the colour key.
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Supplementary figure 3: CST distribution and time-series dynamics for the shotgun samples
CSTs are marked as colored dots above the taxonomic profiles as per the legend. The outline of
each box depicts its dynamic group. Bleedings are marked as light red dots. Missing samples are
omitted. Blue: constant eubiotic. Green: menses-related dysbiotic. Yellow: Unstable. Red: constant

dysbiotic.

Fig. S3 extends from page 32 to page 38. The color scheme is repeated in both these pages.
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Supplementary figure 4: Log-fold change of bacterial species in samples from
CST-1
Samples in CST-IA and CST-IB from menses-related dysbiotic or unstable individuals
were compared to constant eubiotic individuals. The heatmap shows the log-fold

change of all significant differences. Gray fields represent no significant change.

This figure occupies a single page.
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Supplementary figure 5: Log-fold change of bacterial species in samples from CST-llI
Samples in CST-1lIA and CST-1lIB from menses-related dysbiotic or unstable individuals were
compared with constant dysbiotic individuals. The heatmap shows the log-fold change of all

significant differences. White fields represent no significant change.

This figure occupies a single page.
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Supplementary figure 6:
Volcano plots for the vaginal
community dynamics
compared to either constant
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Constant dysbiotic Menses dysbiotic
— L. crispatus o

o Limosilactobacillus sp.
L. vaginalis

oL. kefiranofaciens
o8 L. coleohominis

lAerococcus christensenii
va%na
nea 1a amnii
OP ll

-5 0 5 10

log fold—change

Constant dysbiotic Unstable

L. crispatus o

“|Fannyhessea vaginae . ) )
o L/mosﬂact%bactllus sp.

D, L
eptoniphilus lacimalis, ghristensenii oL. vaginalis
Vg in san uine OL. gasseri
— Magee:bacz/l
Megasphaer% S oL. jensenii
T T !
-5 0 5

log fold—change

-log10(g-value)

-log10(g-value)

—log10(g-value)

200

150

100

50

20 30 40 50

10

40

30

20

10

Constant eubiotic Constant dysbiotic
oL. crispatus

Aerococcus christenseniio

- Limosilactobacillus sp. o
ann nge
Peptory f s acﬁ% S

L. vaginalis©

L. coleohominis oo Gardnerella vaginal Is%
L. gasseri @@Mageeibacillus pSO
! T T T
-10 -5 0 5

log fold—change

Constant eubiotic Menses dysbiotic
— Bacillus subtilis ©

Listeria monocytogenes
(o]

o)
Limosilactobacillus fermentum

Staphy/ococcus aureus

Em‘erococcus faecalis

Pseudomonas aeruginosa L. iners

}Jdomonas o/eovoransMas%,/,a nmongg; vag/najls

L. keﬂrano@czens UreaBlasma parvum
Streg)tégébcus pseudopneumoniae
(2439)

- Escher/ch/a coli

Lactobacillus g(a)gseri
o

| | | | | |
-2 -1 0 1 2 3

log fold—change

Constant eubiotic Unstable

L. iners ©

o L. crispatus

O E. coli

00 L. amylovorus

OL. kefiranofaciens Aerococcus christensenii

Micrococcus Ioteus O Streptococcus anginosus

Corynebacterium @gmycolatum (o) Péevote//a bivia

ccus agalactiae
Wﬁgre ﬁ eq

onenszs
! ! ! |

-2 0 2 4

log fold—change



No.genes

No.genes

No.genes

Supplementary figure 7: Histograms showing gene cluster prevalence in nine relevant pangenomes

For each species, the prevalence (number of genomes containing each gene cluster) of each gene cluster is shown
as a histogram. Gene clusters present in most or all genomes are considered “core”, while those in one or very few
genomes can be considered “cloud”. The “shell” genomes, present in many, but not all genomes, are less frequent
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Phylogenomic analysis of Lactobacillus genomes

Supplementary figure 8

Phylogenomic analysis of all detected Lactobacillus species does not find a correlation

between the womens’ vaginal community dynamics and the observed phylogeny. The

presence of a gene is represented in dark blue and its absence in light blue. Blue: constant
eubiotic. Red: constant dysbiotic. Yellow: unstable. Green: menses-related dysbiotic.
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Supplementary figure 9: Phylogenomic analysis of Prevotella genomes
Phylogenomic analysis of all detected Prevotella species does not find a correlation
between the womens’ vaginal community dynamics and the observed phylogeny. The
presence of a gene is represented in dark blue and its absence in light blue.

Blue: constant eubiotic. Red: constant dysbiotic.

Yellow: unstable. Green: menses-related dysbiotic.
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