ACEVFW_00790

hypothetical[ purE | pyrR | pyrB I

186542 185823 185655 185245 185223 184687 184658 183732
DoxX family protein ACEVFW_02775 ACEVFW_02770 RNA polymerase
[ purM | purF | sigma factor[
652085 652546 652650 653651 653717 655636 655670 656269
! ACEVFW_03235 ACEVFW_03240 ACEVFW_03245 ACEVFW_03250 M42
hV:POthEt'°a| purC I purS I purL ’ purQ I hypothetical > peptidase
765189 763591 765624 766334 766400 766855 766877 769279 769328 770035 770077 770856 770995 772074

ACEVFW_07175

ribosimal protein L9 purH pdxJ acpS ’

1700041 1699586 1700287 1701834 1701874 1702614 1702652 1703053
ACEVFW 07535 FKBP-type peptidyl-prolyl Autotransporter-
| aminopeptidase purN | cis-trans isomerase> associated beta strand >
1781694 1780585 1781776 1782363 1782504 1783337 1783644 1792820
ACEVFW_11550 YbjN domain- efflux RND transporter
pepT | qug containing protein periplasmic adaptor
2752639 2753892 2754231 2755655 2755878 2756333 2756361 2757470
Single-stranded DNA- ACEVFW_11965 DUF1287 domain-

< Hypothetical binding prote,§ purD | containing prEtein Formate-tetrahydrofolate ligase

2845066 2843849 2845258 2845758 2845996 2847252 2847283 2847861 2848171 2849793

Figure S1. The organization of the pur genes in A. muciniphila.





