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Supplementary Figures

[image: ]
Figure S1. Growth and physiological changes of plants during stress treatment.
[bookmark: _Hlk181401285][bookmark: OLE_LINK2]A Leaves longer than 2 cm were counted for leaf numbers. Grey: control; yellow: drought; pink: disease; blue: salt. B Stem height was measured to the apical meristem. Error bars in panels A and B are standard errors from 21 plants per condition at each point. C Photosynthesis rate at a PAR level of 400 mol m-2 s-1 for plants. The asterisk indicates statistically significant differences as determined with a Student’s t test (p < 0.05) between control group and stress treatments. D Transpiration rate for plants. E Changes in leaf phenotype during T0-T4. Scale bar = 2 cm. The order from top to bottom was control group, drought group, disease group and salt group. F Plant growth of four treatment groups at T4 and T13.
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Figure S2. The Venn plot depicting the number and overlap of overall rhizosphere ASVs in various treatments. Blue: salt; yellow: disease; red: drought; grey: control.
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Figure S3. Unconstrained Principal Coordinate Analysis (PCoA) of Bray Curtis distances for rhizosphere (A) and bulk soil (B) samples.
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Figure S4. Relative abundance changes of significantly enriched phyla under three stress treatments (blue: salt; red: disease; yellow: drought) compared to the control group (grey).


[image: ]
Figure S5. Summary of the enriched and depleted ASVs.
A The Venn diagram depicts enriched and depleted ASVs (compared with the control group, P < 0.01) in various treatments.  B Manhattan plots showing ASVs enriched and depleted (compared with the control group, P < 0.01) in three stress treatments. ASVs enriched or depleted are represented by filled or empty triangles, respectively (ASVs abundance > 0.01%, P < 0.01). 
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[bookmark: OLE_LINK256][bookmark: OLE_LINK257]Figure S6. Summary of the core and stress-specific ASVs.
A Phylogenetic tree of core and stress-specific ASVs. The inner colored ring represents the phylum each ASV belongs to. The outer ring indicates whether this ASV belongs to the core and specific ASV groups. From the outside to the inside, there are layers a (core ASVs), b (salt-enriched ASVs), c (disease-enriched ASVs), and d (drought-enriched ASVs). The five pie charts on the right show the species distribution of the overall ASVs and four groups of ASVs (a, b, c and d), respectively. B Abundance-occupancy of the core ASVs. Abundance-occupancy distributions were calculated for all ASVs, with the core ASVs represented by green filled circles. Each point is an ASV. C The contribution of the core ASVs to beta diversity. Two methods are used to identify a point in which an increase in the core inclusion threshold will offer marginal return in explanatory value: a more stringent 'elbow' approach (based on first-order difference) and a final percent increase in beta-diversity. D Contributions of the core ASVs to beta diversity in the four treatments.
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Figure S7. Veen diagram of core and stress-specific microbes
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Figure S8. The co-occurrence networks of control, disease and drought groups at 13 time points.
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Figure S9. Temporal changes of network topology (total nodes, total links and average degree) under four treatments. R2 represents the goodness of fit of a power-law model.
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Figure S10. Dynamics of gene expression during disease and salt stresses. Fuzzy c-means clustering grouped the expression profiles of gene expression atlas into 12 clusters. The x axis depicts drought samples from four key stages.
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 Figure S11. The process of inoculation experiment.
A The workflow of isolating strains and constructing synthetic communities for inoculation. Drought: drought-specific microbes; Disease: disease-specific microbes; Salt: salt-specific microbes; Core: core microbes. B Growth promotion effect of individual strains on plants under sterile conditions. The control group consists of plants in sterile soil that have not been inoculated with any strains. Asterisks denote significant differences (P < 0.01). C Growth promotion effect of the SynComs on plants under normal conditions. The blank group consists of plants in sterile soil that have not been inoculated with any SynComs and the control group consists of plants in normal soil that have not been inoculated with any SynComs. The actual phenotypic changes of the plants are shown within the black circle. Observe the organism structures of the control group and the group with the most significant difference in detail.
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Figure S12. Growth promotion effect of individual strains on plants. Scale bar = 10 cm.
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