Table S1. Initial analysis of alpha and beta diversity of olive groups tolerant and susceptible to VWO. 
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Statistically significant p-values are highlighted in bold type and italics.
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Figure S1. Principal Coordinate Analisis (PCoA) of belowground microbial communities. 
VWO-tolerant cultivars are shown in blue and VWO-susceptible cultivars in red. M = cultivar ‘Maarri’. Statistically significant p-values of PERMANOVA test are highlighted in bold type and italics.


[image: ]Figure S2. Principal Component Analysis (PCA) for host transcriptomic response. VWO-tolerant cultivars are shown in blue and VWO-susceptible cultivars in red. Two trees (replicates) for each cultivar. AAB =Abbadi Abou Gabra-842, Jab = Jabali, Maa = Maarri, Usl =Uslu, Mas = Mastoidis, Tem = Temprano, Pic = Picual, Fra = Frantoio, Kor = Koroneiki, MHO = Manzanillera de Huércal-Overa, ChK = Chemlal de Kabylie.
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Factor Observed richness Shannon Inverse of Simpson Evenness

Tolerant 63.07 ± 25.55 3.05 ± 0.59 14.02 ± 8.76 0.75 ± 0.09

Susceptible 69.67 ± 39.04 3.26 ± 0.78 19.16 ± 11.76 0.79 ± 0.12

Tolerant 621.67 ± 85.70 5.56 ± 0.39 105.94 ± 81.01 0.87 ± 0.05

Susceptible 626.94 ± 102.76 5.62 ± 0.37 123.90 ± 77.11 0.87 ± 0.05

PERMDISP2

Distance/

dissimilarity metric

R

2

P P

Bray-Curtis 0.0541 0.011 0.094

UniFrac 0.0293 0.476 0.414

weighted UniFrac 0.0679 0.065 0.369

Bray-Curtis 0.0552 0.023 0.177

UniFrac 0.0609 0.005 0.356

weighted UniFrac 0.0365 0.293 0.181

Factor Observed richness Shannon Inverse of Simpson Evenness

Tolerant 34.33 ± 16.98 2.24 ± 0.69 7.69 ± 5.63 0.64 ± 0.14

Susceptible 45.17 ± 17.20 2.51 ± 0.64 9.00 ± 5.50 0.66 ± 0.11

Tolerant 111.20 ± 15.87 3.56 ± 0.28 19.04 ± 7.50 0.76 ± 0.05

Susceptible 116.89 ± 23.18 3.59 ± 0.35 19.12 ± 8.41 0.76 ± 0.06

PERMDISP2

Distance/

dissimilarity metric

R

2

P P

Endosphere Bray-Curtis 0.0512 0.006 0.190

Rhizosphere Bray-Curtis 0.0421 0.081 0.714
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