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Figure S1 Phylogenetic tree for Calyx sp. samples based on part of the COI gene using primer pairs dgLCO1490 and dgLCO2198. Reference sequences were obtained from the NR database of the National Centre for Biotechnology Information. Organisms in red are voucher specimen. The remaining Calyx sp. samples were amplified using the 28S rRNA primer pairs C2 and D2 and were found to be identical to the sample shown here. Scale bar represents the tree scale. 
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FR848902 Aphrocallistes beatrix
FR848908.1 Dictyoplax lecus
FR848906.1 Farrea sp. USNM 11221
FR848907.1 Sarostegia oculata
MKQ096540.1 Paratimea hoffmannae
MK096541.1 Paratimea lalori
HQ379419.1 Paratimea loennbergi
LN850215.1 Pachypellina fistulata
MZ487629.1 Oceanapia bartschi
JX999086.1 Calyx podatypa
KX866755.1 Calyx nicaeensis
MT491624.1 Calyx sp. 1 PRT-2020
MW858349.1 Calyx sp. JAD-2021
Calyx sp. used in this study
HM592698.1 Pachastrella nodulosa
MT491724.1 Pachastrella calicula
HM592748.1 Pachastrella ovisternata
HM592690.1 Geodia parva
HM592679.1 Geodia atlantica
JX912216.1 Geodia gibberosa
KX982850.1 Geodia macandrewii
KC574389.1 Geodia barretti
HM592731.1 Geodia megastrella
HM592741.1 Geodia megastrella
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