Supplementary Table 1. Statistics of sequencing results. Sequence coverage by Comprehensive Cancer Panel (Thermo Scientific), Whole Exome Sequencing (Thermo Scientific) and Whole Genome Sequencing (Mate-Paired approach) (Thermo Scientific).

	
	Tumor
	Blood
	Mother
	Father

	Comprehensive Cancer Panel
	
	
	
	

	Number of reads mapped on target
	477,394,521
	
	
	

	Percentage of reads mapped to target regions
	95.90%
	
	
	

	Mean Coverage
	282.7X
	
	
	

	Percentage of reads with min.10X coverage
	80.3%
	
	
	

	Whole Exome Sequencing
	 
	 
	
	

	Number of bases mapped on target 
	28 Mb
	33 Mb
	2.7 Mb
	0.9 Mb

	Percentage of reads with min.20X coverage
	63%
	67%
	40%
	17%

	Whole Genome Sequencing (Mate-pair)
	 
	 
	
	

	Total number of bases
	26 Gb
	13 Gb
	
	

	Mean Coverage
	8.45 X 
	4.19 X 
	
	


