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Figure	S1.	Average	rank	of	HSF1-CanSig	genes	versus	the	rank	of	HSF1	in	different	
primary	tumor	sites.	HSF1	is	the	only	HSF1-CanSig	8q	gene	in	which	its	rank	is	
always	lower	than	the	average.		
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Figure	S2.	Syntenic	Analysis	between	human,	mouse,	rat,	and	bovine	by	the	whole	
chromosome.	A.	Human	chromosome	8	versus	mouse	chromosome	15.	B.	Human	
chromosome	8	versus	Rat	chromosome	7.	C.	Human	chromosome	8	versus	Cow	
chromosome	14.	D.	Mouse	chromosome	15	versus	Rat	chromosome	7.	E.	Mouse	
chromosome	15	versus	cow	chromosome	14.	F.	Rat	chromosome	7	versus	cow	
chromosome	14.	
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Figure	S3.	WebGestalt	Analysis	and	hierarchical	clustering	analysis.	A.	The	key	
information	comes	from	“Summary	of	the	analysis	results”	in	the	top	left,	and	the	
“Enriched	GO	Terms”	table.	
	

	


