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Supplementary Table 1: List of international genomic projects.
	Project name
	Participating countries
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Human Genome Project (HGP)
	Research institutions from: US, UK, Japan, France, Germany, and China.
	Public/government funding:
· US National Institute of Health (NIH)/ National Human Genome Research Institute (NHGRI)
· US Department of Energy (DOE)
	1990–2003
	The original human reference genome was generated from DNA from approximately 20 individuals.

Approximately 70% of the sequence originated from a single donor of blended ancestry, while the remaining 30% was derived from 19 other individuals, mostly of European ancestry.
	To sequence the entire human genome.
	[1]
[2]


	Human Genome Diversity Project (HGDP)
	US (Stanford University) in collaboration with scientists around the world.

	/
	1991–2002
	Collection of 1,064 cell lines from 52 populations worldwide.

Sequenced 929 genomes from 54 populations (released in 2020).
	Aimed at promoting worldwide research on human genetic diversity, with the goal of understanding how and when patterns of diversity were formed.
	[3]
[4]






	International HapMap Project
(HapMap)









HapMap 3
	Research institutions from: US, Canada, UK, Japan, China, and Nigeria.
	Mixed funding:
· US: NIH/NHGRI
· Canada: Genome Canada; Genome Québec 
· China: Ministry of Science and Technology; Chinese Academy of Sciences; Natural Science Foundation of China; Hong Kong Innovation and Technology Commission, University Grants Committee of Hong Kong
· Japan: Ministry of Education, Culture, Sports, Science and Technology
· UK: Wellcome Trust
	2002–2007
(Phase I and II)










Extended:
2007–2010
(Phase III)
	270 DNA samples: 
90 samples from a US Utah population with Northern and Western European ancestry, 90 samples from Yoruba people in Ibadan (Nigeria), 45 unrelated Japanese in Tokyo, Japan, and 45 unrelated Han Chinese in Beijing, China.


An additional set of 1,184 samples from seven populations (African ancestry in the southwestern US; Chinese in metropolitan Denver, Colorado, US; Gujarati Indians in Houston, Texas, US; Luhya in Webuye, Kenya; Maasai in Kinyawa, Kenya; Mexican ancestry in Los Angeles, California, US; and samples collected in Tuscany, Italy)
	To develop a haplotype map (“HapMap”) of the human genome. 

To determine the common patterns of DNA sequence variation in the human genome by characterizing sequence variants, their frequencies, and correlations between them, in DNA samples from populations with ancestry from parts of Africa, Asia, and Europe.
	[5]
[6]
[7]











[8]


	Encyclopedia of DNA Elements (ENCODE) Project
	Research institutions from: US, UK, Spain, Canada, and Singapore.
	Public/government funding:
US NIH/NHGRI
	2003– ongoing

Phase I: 
2003–2007

Phase II: 
2007–2012

Phase III: 
2012–2017

Phase IV: 
2017– ongoing
	Performed 9,239 experiments (7,495 in human and 1,744 in mouse) in more than 500 cell types and tissues.

	To develop a comprehensive map of functional elements in the human genome including genes, biochemical regions associated with gene regulation (for example, transcription factor binding sites, open chromatin, and histone marks) and transcript isoforms.
	[9]

	Personal Genome Project (PGP)
	Research institutions from: US, Canada, UK, Austria, and China.
	Funding varies among participating PGP projects.
	2005– ongoing 
	See the sample size of the participating countries.
	A global coalition of projects aiming to create publicly available genome, health, and trait data.
	[10]


	Encyclopedia of Genes and Gene Variants (GENCODE) Project
	Research institutions from: US, UK, and Spain.
	Academic/research-grant funding:
· US NIH/NHGRI
· European Molecular Biology Laboratory 
	2007– ongoing
	See the sample size of ENCODE.
	A sub-project of ENCODE.

To identify, classify, and annotate gene features in the human genome with high accuracy and provide reference gene annotations for biomedical research.
	[11]
[12]

	1000 Genomes Project
	Research institutions from: UK, US, China, and Germany.
	Mixed funding:
· US NIH/NHGRI 
· Wellcome Trust
· BGI-Shenzhen
	2008–2015

Phase I/pilot phase: 
2008–2010

Phase II: 
2010–2012



Phase III:
2012–2015
	Phase I: 
Sequenced genomes of 179 individuals from four populations

Phase II: 
Sequenced genomes of 1,092 individuals from 14 populations.

Phase III: 
Sequenced genomes of 2,504 people across five continental regions (East and South Asia, Europe, Africa, and the Americas).
	To sequence the genomes of at least 1,000 individuals from diverse populations worldwide to improve understanding of human genetic variation and its contribution to health and disease.
	[13]
[14]
[15]

	International Human
Epigenome Consortium (IHEC)
	Member institutions from: US, Canada, EU, Germany, Japan, China/Hong Kong, Korea, and Singapore.
	Mixed funding:
Individual funding members financed their national/programme contributions.
	2010– ongoing
	/
	To produce the reference maps of human epigenomes for key cellular status relevant to health and disease.

IHEC coordinates the generation of a catalog of high-resolution reference epigenomes of major primary human cell types.

As a result, IHEC Data Portal was created.
	[16]

	Human Heredity and Health in Africa (H3Africa) Initiative
	Research teams from 34 African countries.


	Public + philanthropic funding:
· US NIH 
· Wellcome Trust 
· African Academy of Sciences (AESA)
	2011–2021 
	Obtained genome-wide and sequencing data on 79,254 individuals across 30 African countries.
	To facilitate an African-based research approach to the study of genomic and environmental determinants of common diseases, to improve the health of African populations.
	[17]

	African Genome Variation Project (AGVP)
	International collaboration of research teams from: US, Europe (UK and Italy), and Africa (South Africa, Uganda, the Gambia, and Ethiopia). 
	Public + philanthropic funding:
· Wellcome Trust
· Bill & Melinda Gates Foundation 
· US NIH 
· UK Medical Research Council
	2011–2014
	Genotyped 1,481 individuals from 18 ethnolinguistic groups in sub-Saharan Africa. 

WGS of 320 individuals from 7 different ethnolinguistic groups.
	Aims to provide a global resource to understand population diversity and help design, implement, and interpret genomic studies in sub-Saharan Africa, and worldwide.
	[18]


	Simons Genome Diversity Project (SGDP)
	International collaboration of research teams from: US, Canada, Mexico, Peru, Argentina, UK, Switzerland, Estonia, Netherlands, Norway, Finland, Russia, Bulgaria, Armenia, Spain, Kenya, China, India, Singapore, and Brunei.
	Philanthropic funding:
The Simons Foundation
	2016
	Sequenced samples of 300 individuals from 142 populations.
	Aims to sequence the genomes of many individuals from diverse locations, to obtain a complete picture of human diversity.
	[19]

	GenomeAsia 100K
	Research institutions from: India, China, Pakistan, Bangladesh, Sri Lanka, Malaysia, Indonesia, Myanmar/Burman, Nepal, Bhutan, Thailand, Vietnam, Laos, Korea, Japan, Brunei, Cambodia, Philippines, Singapore, and US.
	/
	2016– ongoing
	In the pilot phase, WGS was conducted on 1,739 individuals from 219 population groups across 64 countries in Asia (including 598 samples from India, 156 from Malaysia, 152 from South Korea, 113 from Pakistan, 100 from Mongolia, 70 from China, 70 from Papua New Guinea, 68 from Indonesia, 52 from the Philippines, 35 from Japan, and 32 from Russia).

Aims to sequence the genomes of 100,000 Asian individuals.
	To sequence and analyse the genomes of Asian individuals to fill a critical gap in medical and genetic research. It aims to address the historic underrepresentation of Asian populations in global genomic databases
	[20]
[21]


	Telomere to Telomere (T2T)
	Research institutions from: US, UK, Russia, and Germany.

	Public/government funding:
US NIH/NHGRI
	2018–2022
	See the sample size of the HGP.
	To complete previously unresolved regions of the human reference genome and generate a gapless telomere-to-telomere human genome assembly.
	[22]

	European 1+ Million Genomes (1+MG) Initiative 
	Researcher institutions from 24 EU member state countries, UK, and Norway.
	Not centrally funded; implementation supported through participating countries and associated EU-funded projects.
	2018– ongoing
(2027)

two-staged roadmap:
(2018–2022 and 2023–2027)
	/
	Aims to enable secure access to genomics and the corresponding clinical data across Europe to support groundbreaking research and health policy making and incentivise personalised healthcare treatments with the potential to improve disease prevention.
	[23]

	Human Pangenome Project 
	Researcher institutions from: US, UK, Italy, Germany, and Japan.
	Public/government funding:
US NIH/NHGRI
	2019– ongoing
	The initial draft pangenome included 47 genetically diverse individuals, with approximately 51% of African, 34% of American, 13% of Asian, and 2% of European ancestry/population representation.
Samples have been selected from the 1000 Genomes Project.
	Aims to create a more sophisticated and complete human reference genome with a graph-based, telomere-to-telomere representation of global genomic diversity.


	[24]
[25]






	Beyond 1 Million Genomes (B1MG)

	Researcher institutions from 25 European countries. 
	EU programme funding: European Commission – Horizon 2020
	2020–2023
	At least 500,000 citizens representative of the European population.
	To create a network of genetic and clinical data across Europe.

The project provides coordination and support to the 1+MG Initiative.
	[26]

	Three Million African Genomes (3MAG) initiative
	Initiated by a researcher from the Centre for Proteomic and Genomic Research in Cape Town, South Africa.

(Intended as an international collaboration. Other participants are not yet known.)
	/
	2021– ongoing (2031)
	Aims to sequence at least 3 million genomes across Africa.
	Aims to sequence enough genomes across Africa to build a representative human reference genome and to establish a pan-African biobank of clinical information and samples.
	[27]

	Project JAGUAR
	Researcher institutions from: Brazil, Chile, Colombia, Mexico, Peru, Uruguay, and UK.

	Philanthropic funding:
Chan Zuckerberg Initiative 
	2021– ongoing
	Recruiting over 1,000 healthy people across various Latin American regions, with a target of 120 individuals per population.
	Aims to characterise the genetic diversity of immune system cells in understudied populations, such as those in Latin America, to understand how the environment interacts with genetic information and the resulting effects on immune system function. It also seeks to improve the representation of Latin American data in global immunogenomic study databases.
	[28]


	Genomic Data Infrastructure project 
(GDI)
	Researcher institutions from 24 European countries and 2 international organisations.
	Public + EU co-funding: European Commission – Digital Europe Programme 
+ participating Member States
	2022– ongoing (2026)
	/
	Aims to enable access to genomic, phenotypic and clinical data to improve research, policymaking and healthcare across Europe.

Provides a cross-border federated network of national genome collections, associated with other relevant data, to advance data-driven biomedical research and personalised medicine solutions for the benefit of European citizens. 

The project is designed to support the 1+MG initiative and builds on the outputs of the B1MG project.
	[29]

	Genome of Europe (GoE)
	Researcher institutions from 27 European countries.
	Public + EU co-funding: European Commission – Digital Europe Programme + participating countries/national funding
	2024– ongoing (2028)
	Aims to sequence 100,000 genomes representative of European citizens.

See the sample size for each participating country.
	Aims to build a collective reference genome cohort (GoE Cohort) of European citizens, selected to mirror the genetic composition of the European population. This will generate a solid basis for the development of personalised medicine and health approaches in Europe.
	[30]

	Genetics of Latin American Diversity Project (GLAD)
	International collaboration of research teams from: US, Brazil, Colombia, Peru, Chile, Uruguay, and Netherlands.
	Public/government funding:
US NIH
	2024
	Genotyped 53,738 Latin Americans across 39 studies representing 46 geographical regions.
	Aims to address the underrepresentation of Latin American populations in genetic studies and reduce disparities in precision genomic medicine.

Formation of the Genetics of Latin American Diversity database (GLADdb).
	[31]

	Beyond 1 Million Genomes plus (B1MGplus)
	Researcher institutions from 23 EU countries, and 2 international organisations.
	EU programme funding: European Commission – Digital Europe Programme
	2025– ongoing (2028)
	/
	Aims to scale-up and sustainability of the 1+MG initiative.
	[32]



















Supplementary Table 2. List of national genomic projects in Europe. 
	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Austria
	Austrian Genome Program
(GEN-AU)
	Government-led:
Federal Ministry for Education, Science and Culture
	Public/government funding:
Federal Ministry for Education, Science and Culture
	2001–2010
	/
	Aims to strengthen genome research in Austria and to foster networking among all relevant stakeholders. 
	[33]

	
	Genome Austria Tissue Bank (GATiB)
	Academic-led:
· Medical University of Graz, Institute of Pathology
· University of Vienna
	Public + EU co-funding:
· Federal Ministry for Education, Science and Culture
· European Commission (EC)
	2006–2009
	Storage of tissue samples from 800,000 patients:
~3 million FFPE and 
more than 30,000 cryopreserved samples.
	A tissue bank based on a collection of diseased and corresponding normal tissues.

Established within the context of 
GEN-AU.
	[34]


	
	Part of the PGP: Genom Austria
	Academic-led:
Research Center for Molecular Medicine (CeMM)
	/
	From 2014 to 2018
	Sequenced the genomes of 20 volunteers.
	See the aims of the PGP.
	[10]
[35]

	
	Part of the 1+MG
	Ministry of Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	Ministry of Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GoE
	· Medical University of Innsbruck
· CeMM
· Medical University of Graz
· Medical University of Vienna
	See funding model of the GoE.
	From 2024
	To sequence 2113 samples.
	See the aims of the GoE.
	[38]

	Belgium
	Part of the 1+MG
	Sciensano
	See funding model of the 1+MG.
	From 2020
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· Sciensano
· University of Leuven
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Belgian Genome Biobank (BGB) project
	Academic-led:
· University of Leuven
· Ghent University
· University of Antwerp 
· Interuniversity    Microelectronics Center (IMEC)
· Flemish Institute for Technological Research
· Vlaams Institute of Biotechnology (VIB)
	Academic/research-grant funding:
Research Foundation – Flanders (FWO)
	2022– ongoing (2026)
	/
	Aims to create a genomic resource of the Flemish/Belgian population in a secure computing environment, with the objective of supporting and performing genetic and health studies.

It operates as part of the GDI.
	[40]

	
	Part of the GDI 


	· IMEC
· Sciensano 
· VIB
	See funding model of the GDI.
	from 2022

	/
	See the aims of the GDI.
	[41]
[42]


	
	Part of the GoE
	· University of Leuven
· VIB
· Sciensano
	See funding model of the GoE.
	From 2024
	To sequence 2,903 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	Sciensano
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Bulgaria
	Part of the 1+MG
	Bulgarian Alliance for Precision and Personalized Medicine (BAPPM)
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	BAPPM
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	· Medical University of Sofia (MUS)
· Ministry of Education and Science
	See funding model of the GDI.
	From 2022
	/
	See the aims of the GDI.
	[42]


	
	Part of the GoE
	MUS
	See funding model of the GoE.
	From 2024
	To sequence 1,853 samples.
	See the aims of the GoE.
	[38]

	
	Genome of Bulgaria
	Academic-led:
· MUS
· Medical University of Plovdiv
	Public/government funding:
Ministry of Education and Science
	2025– ongoing
	Aims to perform WGS of 1,000 samples.
	Aims to collect and analyse a representative sample of the genome of Bulgarians worldwide, which will also be used in future scientific medical research.
	[44]

	Croatia
	1,001 Dalmatians Study








	Academic-led:
University of Split, School of Medicine
	Mixed funding:
· Croatian Ministry of Science, Education and Sports
· European FP6, 
· UK Medical Research Council
· UK Royal Society
· The Wellcome Trust
· US National Institutes of Health
· The British Council
	2001–2006










	Collected samples from 1,001 individuals (100 individuals from 9 islands settlements and an additional sample of 101 immigrants to the islands).


	Aims to study several small, isolated populations on Croatian islands that share a similar environment and lifestyle.





	[45]


	
	Croatian National Biobank/10,001 Dalmatians

	Academic-led:
University of Split, School of Medicine

	Academic/research-grant funding:
Croatian Science Foundation
	2007– ongoing
	The programme included 4,875 participants (by 2015).

Aims to recruit participants and store samples from 10,001 individuals.
	To create a comprehensive resource for the study of genetic, environmental, and social determinants of health and disease, with an emphasis on chronic diseases.
	[46]
[47]


	
	Part of the 1+MG
	Children's University Hospital Zagreb, Department of Medical Genetics and Reproductive Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	Children's University Hospital Zagreb, Department of Medical Genetics and Reproductive Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	Ruder Boskovic Institute (RBI)
	See funding model of the GDI.
	From 2022
	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	RBI
	See funding model of the GoE.
	From 2024
	To sequence 1,257 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	RBI
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Cyprus
	Part of the 1+MG
	Ministry of Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Cyprus Genome Project 
(Cyprus genome.org)
	Independent/charitable led:
· Karaiskakio Foundation
· Centre for the Study of Haematological and other Malignancies 
· Stremble
	/
	2018–2023
	Performed DNA sequencing of 10,000 people in Cyprus.
	Aims to create the genomic map for the characterisation of population-level genetic variation in the Cypriot population.

To create a database of population-level genetic variation in the Cypriot population.
	[48]

	
	Biobanking and the Cyprus Human Genome Project 
(CY-Biobank)
	Academic-led:
University of Cyprus, biobank.cy Center of Excellence (CoE)
	Public + EU co-funding:
· European Commission
· Republic of Cyprus
· University of Cyprus
	2019– ongoing (2034)
	Enrolled 1,348 Cypriots aged between 18 and 85 years (2019–2022).

Aims to enrol 16,500 Cypriots by 2027. 

Aims to perform WES of 5,000 Cypriots.
	Aims to create a CoE with two main spearheads: A contemporary Biobank and a research facility for developing the Cyprus Human Genome Project.
	[49]
[50]


	
	Part of the B1MG
	Ministry of Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI 
	· Ministry of Health 
· University of Cyprus 
	See funding model of the GDI.
	From 2024
	/
	See the aims of the GDI and 1+MG initiative.
	[42]
[51]

	
	Part of GoE
	University of Cyprus
	See funding model of the GoE.
	From 2024
	To sequence 310 samples.
	See the aims of the GoE.
	[38]

	Czech Republic

	Czech National Genomic Map (ENIGMA CZ)
	Mixed led:
· Institute of Applied Biotechnologies a.s. 
· Palacký University Olomouc, Faculty of Medicine
· National Center for Medical Genomics
	Public + EU co-funding:
· Ministry of Industry and Trade of the Czech Republic
· European Commission
	2017–2021

	Performed analysis of ~1,000 genomes.
	Aims to develop a Czech digital genome standard for the development of new diagnostic protocols, software solutions for bioinformatics and special genomic databases.
	[52]
[53]

	
	Part of the 1+MG
	Masaryk University
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Analysis of Czech Genomes for Theranostics 
(ACGT 1) 


Utilizing comprehensive genomic testing - on the way to better diagnostics
(ACGT 2)
	Academic-led:
· Masaryk University
· Charles University
· Palacký University in Olomouc
· EUC Laboratories CGB as
· Genomac Research Institute, sro (Genomac)


	Public + EU co-funding:
· Ministry of Education, Youth and Sports of the Czech Republic
· European Commission
	2019–2023





2025–ongoing (2028)
	Performed WGS of 1,016 healthy Czechs.
	To create a reference database of genomic variants of healthy Czech adults.



The main goal of the ACGT 2 project is to optimize the use of new genomic methods in routine diagnostics.
	[54]

	
	Part of the B1MG 
	· Masaryk University
· Charles University
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	Masaryk University 
	See funding model of the GDI.
	From 2022
	/
	See the aims of GDI.
	[42]

	
	Part of the GoE
	· Masaryk University
· Central European Institute of Technology
	See funding model of the GoE.
	From 2024
	To sequence 2,946 samples.
	See the aims of GoE.
	[38]

	
	Part of the B1MGplus
	Masaryk University
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of B1MGplus.
	[43]

	Denmark

	GenomeDenmark project
	Academic-led:
· University of Copenhagen
· Aarhus University
· Technical University of Denmark
	Public + philanthropic funding:
· Innovation Fund Denmark
· Novo Nordisk Foundation
	2012–2017
	Pilot study:
sequenced 10 trios (mother-father-child) from Denmark.

Sequenced 150 individuals (50 trios) from Denmark.
	To improve interpretation of clinical genetics in Denmark by establishing a regional reference genome.
	[55]
[56]

	
	Where Are You From? project
	Academic-led:
Aarhus University
	Mixed funding:
· National Lottery Funds (Danske Spil)
· Danish Ministry of Education
· Centre for Biocultural History, Aarhus University
	2013–2016
	Collected ∼800 samples of high school students (aged between 15 and 20) from 36 high schools from across Denmark.

Genotyped 723 participants.
	Aims to demystify genetic concepts related to human ancestry, building bridges between academia and young students interested in pursuing a scientific career, and collecting high-quality data for genetic analysis.
	[57]
[58]

	
	Part of the 1+MG
	/
	See funding model of the 1+MG.
	From 2021
	/
	See the aims of the 1+MG.
	[59]

	
	Part of the GDI
	National Genome Center (NGC)
	See funding model of the GDI.
	From 2022
	/
	See the aims of GDI.
	[42]

	
	Part of the GoE
	NGC
	See funding model of the GoE.
	From 2024
	To sequence 1,414 samples.
	See the aims of GoE.
	[38]

	
	Part of the B1MGplus
	NGC
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of B1MGplus.
	[43]

	
	Danish Strategy for Personalised Medicine 

	Government-led:
· Ministry of Health
· Danish Regions
	Public/government funding:
· Danish Ministry of Health 
· Danish Regions
	2017– ongoing


	/
	Establish a foundation for the development of better and more targeted health care for patients, through the use of new technologies and new knowledge
	[60]
[61]

	Estonia
	Estonian Genome Project (EGP)/ Estonian Biobank

	Mixed led:
· Ministry of Social Affairs through the Estonian Genome Project Foundation
· EGeen Inc.


	Public + private-sector funding:
· Estonian Genome Project Foundation / Estonian Government
· EGeen Inc.
	2001–2003


2004–2007: project was put on hold due to the loss of funding.
	Gathered 10,000 samples from Estonian individuals.

Gathered an additional 5,000 samples.
	To create a database of health, genealogy, and genome data that would entail data from a large part of the Estonian population by sequence the DNA up to 1 million people.


	[62]
[63]


	
	
	Academic-led:
University of Tartu
	Public + EU co-funding:
· Estonian Government
· European Regional Development Fund / EU research programmes
	2007–ongoing
	2015: gathered 52,000 samples (~5% of the Estonian adult population)

2025: gathered 200,000 samples (~20% of the Estonian adult population)
	To improve public health by utilizing genetic, environmental, and health data to advance research and implement personalized medicine
	[64]
[65]


	
	Part of the 1+MG
	Ministry of Social Affairs Estonia (MSAE)

	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· MSAE
· University of Tartu 
· National Institute for Health Development
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	- MSAE
- University of Tartu 
	See funding model of the GDI.
	From 2022
	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	University of Tartu
	See funding model of the GoE.
	From 2024
	To sequence 368 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	MSAE
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Finland
	FinnGen project
	Academic-led:
University of Helsinki
	Public + private-sector funding:
· Business Finland
· Pharmaceutical industry partners
	2017– ongoing (2027)
	Collect genotyping data from 500,000 Finnish individuals and combine this with data from health registers.
	The FinnGen project aims to construct a resource that combines the power of nationwide biobanks, structured national healthcare data and a unique, isolated population.
	[66]
[67]

	
	Part of the 1+MG
	· Ministry of Social Affairs and Health 
· Finnish Institute for Health and Welfare (THL)
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· Ministry of Social Affairs and Health 
· THL
· IT Center for Science (CSC)
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· THL
· CSC
· Ministry of Social Affairs and Health 
· University of Helsinki
	See funding model of the GDI.
	From 2022
	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· University of Helsinki
· CSC
	See funding model of the GoE.
	From 2024
	To sequence 1,462 samples.
	See the aims of the GoE.
	[38]


	
	Part of the B1MGplus
	University of Helsinki
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	National Genome Strategy  


	Government-led:
Ministry of Social Affairs and Health
	Public/government funding:
Ministry of Social Affairs and Health
	2015– ongoing


	/
	The strategy sets key measures for ensuring that genomic data will be effectively used in healthcare and in the promotion of health and wellbeing.
	[68]



	France
	Part of the HGP:
French Human Genome Project (FHGP)

	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1990
	See sample size of the HGP.
	See the aims of the HGP.
	[69]

	
	French Exome Project (FREX)
	Academic-led:
University of Western Brittany, Faculty of Medicine and Health Sciences, Génétique, Génomique Fonctionnelle et Biotechnologies 
	/
	2013–2025
	Sequenced 600 individuals sampled in 6 French regions.
	Aims to build a database containing exome data from a reference control panel of individuals of French ancestry, providing the scientific community with access to exome data that can serve as controls in association studies.
	[70]

	
	FRench Regional Origins in Genetics for Health (FROGH)
	Mixed led:
· French National Research Agency 
· Nantes University, Institute of Thorax
	/
	2016–2019
	Performed WGS of 664 new French individuals, funded elsewhere, with local ancestry.
	Aims to provide novel tools to explore links between demography, genetics, history and variants distributions in France.
	[71]

	
	Part of the B1MG 
	· Ministry of Higher Education, Research and Innovation
· National Centre for Scientific Research
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Population Genomic Diversity of France (POPGEN)


	Government-led:
National Institute of Health and Medical Research (INSERM)
	Public/government funding:
French Government / Ministry of Health
	2021–ongoing
(2031)
	To sequence 10,000 individuals from CONSTANCES cohort with ancestry in different regions of France outside western part.

Among these, WGS of 4,000 individuals will be performed.
	The project will provide the required references from the general French population to help filter out common variants from the genomes of patients.

This study is one of the four pilot projects of the France Genomic Medicine plan (PFMG 2025).

	[72]

	
	Part of the 1+MG
	Ministry of Higher Education, Research and Innovation
	See funding model of the 1+MG.
	From 2022
	/
	See the aims of the 1+MG.
	[73]
[37]

	
	Part of the GDI
	· Central Analyser of Data (CAD) - joined in 2024
· CNRS
· INSERM
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· INSERM
· CAD
· National Center of Human Genomics Research 
	See funding model of the GoE.
	From 2024
	To sequence 17,041 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	INSERM
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	2025 French Genomic Medicine Initiative (PFMG2025)
	Government-led:
French government/Ministry of Health, Families, Autonomy and Persons with Disabilities
	Public/government funding:
French Government / Ministry of Health, Families, Autonomy and Persons with Disabilities
	2016– ongoing
	/
	To integrate genomic medicine into the healthcare system within a research-care continuum, by ensuring the transfer of scientific advances to the clinic, and to provide fair access to innovation for all patients nationwide
	[74]
[75]


	Germany
	Part of HGP - German Human Genome Project (DHGP)
	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1995
	See sample size of the HGP.
	See the aims of the HGP.
	[76]

	
	Part of the 1000 Genomes Project
	International consortium-led:
The 1000 Genomes Project Consortium
	See funding model of the 1000 Genomes Project.
	From 2008
	See the sample size of the 1000 Genomes Project.
	See the aims of the 1000 Genomes Project.
	[77]
[78]

	
	Part of the IHEC
	Federal Ministry of Education and Research: Project Management Agency within the German Aerospace Center (PT-DLR), DEEP Project
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	Part of the T2T
	International consortium-led:
T2T Consortium
	See funding model of the T2T.
	From 2018
	See sample size of the HGP.
	See the aims of the T2T.
	[80]

	
	Part of the 1+MG
	Federal Ministry of Health
	See funding model of the 1+MG.
	From 2020
	/
	See the aims of the 1+MG.
	[81]
[37]

	
	Part of the B1MG
	Federal Ministry of Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	· University of Tübingen
· EMPIRICA
· Federal Ministry of Education and Research 
· Federal Ministry of Health 
· German Cancer Research Centre
· University Hospital of Aachen 
· Albert Ludwig University of Freiburg
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· University of Tübingen
· European Molecular Biology Laboratory, ELIXIR
· Helmholtz Institute
	See funding model of the GoE.
	From 2024
	To sequence 20,235 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· Federal Institute for Drugs and Medical Devices 
· University of Heidelberg 
· University of Tübingen
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	Part of the Human Pangenome Project 
	International consortium-led:
Human Pangenome Project Consortium
	See funding model of the Human Pangenome Project.
	From 2019
	See the sample size of the Human Pangenome Project.
	See the aims of the Human Pangenome Project.
	[82]

	
	genomeDE - National Strategy for Genomic Medicine 
	Government-led:
Federal Ministry of Health 
	Public + EU co-funding:
· Federal Ministry of Health
· European Commission 
	2019– ongoing
	/
	To improve the prevention, diagnosis and treatment of diseases by scaling access of genomic data, as well as linking it to clinical and phenotypic data.
	[81]


	Greece
	Genome of Greece (GoGreece) project
	Mixed led:
· Laboratory of Pharmacogenomics and Individualized Therapy
· University of Patras, Department of Pharmacy
	Mixed funding:
· European Commission – Horizon Europe
· Complete Genomics
· Golden Helix Foundation 
· Bento Lab 
· Analysi
	2010– ongoing
	Collected samples from more than 2,000 individuals and sequenced more than 600 samples.
	Long-term National Genomics Project that facilitates the implementation of genomic medicine in Greece.
	[83]
[84]

	
	Part of the 1+MG
	Biomedical Research Foundation Academy of Athens
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	Biomedical Research Foundation Academy of Athens
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GoE
	· Biomedical Research Foundation, Academy of Athens
· University of Patras
	See funding model of the GoE.
	From 2024
	To sequence 2,924 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	The Centre for Research & Technology, Hellas 
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Hungary
	SZTE Biobank 
	Academic-led:
University of Szeged
	/
	2017– ongoing
	Number of reportable samples stored exceeding 70,000 and the total number of samples being 1.5 million.
	To collect, store, and use biological and medical samples for research and diagnostic purposes.

To create the unified biobank activity and its regulation, and to develop its quality management system.
	[85]

	
	Part of the 1+MG
	National Institute of Oncology (NIO)
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	NIO
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI 
	· NIO
· National Research, Development and Innovation Office 
	See funding model of the GDI.
	From 2024
	/
	See the aims of the GDI and the 1+MG initiative.
	[42]
[51]

	
	Part of the GoE
	Semmelweis University
	See funding model of the GoE.
	From 2024
	To sequence 2,660 samples.
	See the aims of the GoE.
	[38]

	
	Hungarian Genome Programme
	Mixed led:
· University of Szeged
· Széchenyi István University
· Universitas Quinqueecclesiensis Foundation
· University of Pécs
· National Hospital Directorate General
· National Institute of Haematology and Infectology of the South-Pest Hospital Centre
	/
	2024– ongoing (2029)
	Aims to sequence the genomes of 10,000 healthy or affected Hungarian individuals
	To launch the nationwide health promotion, prevention, molecular screening and personalised therapy programmes.
	[86]

	
	Part of the B1MGplus
	NIO
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Iceland
	deCODE 
	Private/industry-led:
· deCODE Genetics




	Private-sector funding: deCODE Genetics
	1998–2015 


	Performed WGS of 2,636 Icelanders, and genotyped 104,220 Icelanders for SNPs. 

	Building a comprehensive genetic database by combining genetic, genealogical, and health records.
	[87]

	Ireland
	Part of the 1+MG
	/
	See funding model of the 1+MG.
	From 2022
	/
	See the aims of the 1+MG.
	[73]

	
	Part of the GDI
	· Royal College of Surgeons in Ireland (RCSI)
· The Health Research Board 
· University College Dublin 
· University of Limerick 
· University of Maynooth 
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]


	
	Part of the GoE
	RCSI
	See funding model of the GoE.
	From 2024
	To sequence 1,262 samples.
	See the aims of the GoE.
	[38]

	
	Genome of Ireland (GoI) 
	Government-led:
Department of Health
	Public + EU co-funding:
· European Commission 
· Health Research Board 
	2025– ongoing (2029)
	Aims to enrol at least 1,200 adults living in Ireland.
	Aims to establish a reference WGS dataset whose DNA represents the general adult population living on the island of Ireland.
	[88]

	Italy


	Italian Genome Project


	Government-led:
Italian National Research Council (CNR) 
	Public/government funding:
CNR / Italian public research funding
	1987–1995
	Enrolled 29 participants.
	Focused on the determination of the X chromosome.
	[89]
[90]

	
	Network for Italian Genomes (NIG)
	Mixed led:
· NIG
· CINECA
	/
	2016– ongoing
	Collected genetic data and phenotypic data in 18,173 Italians.

It includes four datasets with 4,212 WES and 380 WGS Italian genomes.
	A web database of the Italian genetic variability, aiming to define an Italian Reference Genome.
	[91]


	
	Part of the 1+MG
	Italian Ministry of Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the Human Pangenome Project 
	International consortium-led:
Human Pangenome Project Consortium
	See funding model of the Human Pangenome Project.
	From 2019
	See the sample size of the Human Pangenome Project.
	See the aims of the Human Pangenome Project.
	[82]

	
	Part of the B1MG 
	Mixed led:
· Italian Ministry of Health
· University of Milan
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Catholic University of the Sacred Heart 
· Giannina Gaslini Institute (IGG)
· Italian Institute of Technology
· CNR
· Vita-Salute San Raffaele University (UNISR)
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· Centro Cardiologico Monzino
· Institute of Biomembranes, Bioenergetics and Molecular Biotechnologies
· CNR
· Human Technopole
	See funding model of the GoE.
	From 2024
	To sequence 15,762 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· IGG
· UNISR
· CNR
· Smartlex s.r.l. (SLEX)
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Latvia
	Genome Database of the Latvian Population (LGDB)
	Government-led: 
Latvian Biomedical Research and Study Centre (LBMC)
	Public/government funding:
National Health Service of Latvia
	2006– ongoing
	Collected samples from over 31,504 participants (approximately 1.5% of the Latvian population).
	A national biobank that aims to provide biological material, associated data, and infrastructure resource for the genetic and biomolecular research, disease prevention and health care evaluation at the national level.
	[92]

	
	Part of the 1+MG
	· LBMC
· The Centre for Disease Prevention and Control of Latvia (CDPC)
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	· LBMC
· CDPC
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	· LBMC
· Ministry of Health of the Republic of Latvia 
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Latvian Population Genome Reference Project

	Government-led: 
LBMC
	Public + EU co-funding:
· Latvian Recovery Fund implementation
· European Commission
	2023– ongoing (2027)
	Aims to enrol
3,500 participants.
	To create a genome reference of the Latvian population that will be used for disease prognostication, screening planning, treatment optimization, and scientific development.
	[93]

	
	Part of the GoE
	LBMC
	See funding model of the GoE.
	From 2024
	To sequence 476 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	LBMC
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Lithuania
	Genetic Diversity of the Population of Lithuania and Changes of its Genetic Structure Related with Evolution and Common Diseases (LITGEN)
	Academic-led:
Vilnius University 
	EU programme funding:
European Social Fund (ESF), under the Global Grant Measure
	2011–2015
	WES and primary data analysis were performed for 36 individuals from 3 ethnolinguistic groups of Lithuania.
	To estimate the features of genetic diversity and structure of the Lithuanian population according to DNA markers.
	[94]
[95]
[96]

	
	Part of the 1+MG
	· Vilnius University Hospital Santaros Klinikos (VULSK)
· Ministry of Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	· VULSK
· Ministry of Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	· National Cancer Institute 
· The Hospital of Lithuanian/University of Health Sciences Kauno klinikos
· VULSK
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	VULSK
	See funding model of the GoE.
	From 2024
	To sequence 816 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	VULSK
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Luxembourg
	Part of the 1+MG
	Ministry of Health
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	University of Luxembourg
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Ministry of Higher Education, Research and Innovation (MESR)
· PNED GIE
	See funding model of the GDI.
	From 2022


	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· Luxembourg National Data Service
· Luxembourg Institute of Health
	See funding model of the GoE.
	From 2024
	To sequence 200 samples.
	See the aims of GoE.
	[38]

	
	Part of the B1MGplus
	MESR
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Malta
	Malta BioBank




DwarnaBio (associated digital-consent initiative)
	Academic-led:
University of Malta, Centre for Molecular Medicine and Biobanking
	Public + EU co-funding:
· Government of Malta
· University of Malta
· European Regional Development Fund
	1989– ongoing



2023– ongoing
	Collection of ~41,000 samples.
	The first national archive of biological samples. It houses a population bank and a clinical bank with specific collections.

Portal for dynamic consent acting as a hub connecting: biobank managers, researchers, research partners, and the
general public.
	[97]
[98]
[99]


[100]

	
	Malta Human Genome Project
	Academic-led:
University of Malta, Centre for Molecular Medicine and Biobanking
	Public + EU co-funding:
· Government of Malta
· University of Malta
· European Regional Development Fund
	2015–2018
	Random collection of 4,000 Maltese DNA samples (representing 1% of the Maltese population)
	The goals of the project were to provide a complete and accurate sequence of a reference Maltese genome making up the DNA of our population. 

One of the Malta BioBank projects.
	[101]


	
	Part of the 1+MG
	/
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG
	/
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of the GDI
	Ministry for Health and Active Aging of Malta
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	Ministry for Health and Active Aging of Malta
	See funding model of the GoE.
	From 2024
	To sequence 200 samples.
	See the aims of the GoE.
	[38]

	Netherlands
	Genome of the Netherlands (GoNL)
	Academic-led:
· University Medical Center Groningen (UMCG)
· Leiden University Medical Center
· Erasmus University Medical Center
· Vrije Universiteit Amsterdam
· University Medical Center Utrecht (UMCU)
	Public/government funding:
BBMRI-NL / Netherlands Organisation for Scientific Research (NWO)
	2010–2014
	Sequencing the genomes of 750 Dutch people (250 trio-families) from all provinces in the Netherlands.
	Aims to characterize DNA sequence variation in the Dutch population.

	[102]
[103]

	
	Part of the 1+MG
	DTL Director
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· DTL Director
· Hartwig Medical Foundation
· Nationaal ICT Instituut in de Zorg (Nictiz)
· UMCU
· University Medical Centre, Vrie
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Erasmus MC
· Health-RI (HRI)
· The Netherlands Cancer Institute
· UMCG
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Part of GoE
	· Erasmus MC
· Legal Pathways
	See funding model of the GoE.
	From 2024
	To sequence 4,510 samples.
	See the aims of GoE.
	[38]

	
	Part of B1MGplus
	HRI
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Norway
	Part of the 1+MG
	Norwegian Directorate of Health (HDIR)
	See funding model of the 1+MG.
	From 2019
	/
	See the aims of the 1+MG.
	[104]
[37]

	
	Part of the B1MG 
	· HDIR
· University of Oslo
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· HDIR
· University of Bergen 
· University of Oslo 
	See funding model of the GDI.
	From 2022

	/
	See the aims of GDI.
	[42]

	
	Part of the GoE
	University of Oslo 
	See funding model of the GoE.
	From 2024
	To sequence 1,346 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· University of Bergen
· HDIR
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Poland
	Polish reference genome for genomic diagnostics and personalized medicine
	Mixed led:
· Genomed SA
· International Institute of Molecular and Cell Biology in Warsaw
· Mossakowski Medical Research Centre of the Polish Academy of Science (IBCH PAS)
· 24godziny Sp. z o. o.
· National Centre for Research and Development
	Public/government funding:
National Centre for Research and Development (II Program Competition INNOTECH)
	2013–2016
	Performed WGS of 126 healthy, long-lived (90+) Poles.
	The main goal of the project was to create a reference database of the Polish Caucasian subpopulation for use in diagnostic processes and in research in the field of personalized medicine - collecting and presenting genomic data characterizing a healthy, long-lived Pole.

As a result of this project the Polish Reference Genome Database (POLGENOM) was created.
	[105]

	
	Genomic Map of Poland
	Academic-led:
IBCH PAS
	Public + EU co-funding
· European Centre of Bioinformatics and Genomics
· European Regional Development Fund / Operational Programme Smart Growth 2014–2020
	2014–2020
	Performed WGS of ~5,000 Polish individuals from all over the country.
	To create bioinformatics tools and resources that will enable Polish scientists to fully and equally participate in international genomic research.
	[106]
[107]

	
	Thousand Polish Genomes database 
	Private/industry-led:
MNM Bioscience Inc.
	Private-sector funding:
MNM Bioscience Inc.
	2022
	Sequenced 1,222 individuals of Polish origin.
	The study aimed to describe the first results of analyses of a newly created national database of Polish genomic variant allele frequencies.
	[108]

	
	Part of the GoE
	· University of Lodz
· IBCH PAS
	See funding model of the GoE.
	From 2024
	To sequence 400 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	National Institute of Oncology
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	Genomics for Poland project (G4PL)
	Academic-led:
Institute of Bioorganic Chemistry of the Polish Academy of Science, Poznan Supercomputing and Networking Center

	Public + EU co-funding:
European Union – European Funds for a Modern Economy (FENG)
	2025– ongoing
	Aims to sequence 6,000–7,000 samples.
	The main objective of the project is to establish a nationwide network of laboratories conducting research and providing services in the field of genomics, serving academic, commercial, and healthcare institutions.
	[109]

	Portugal
	Part of the 1+MG
	· National Health Institute Doutor Ricardo Jorge (INSA), Ministry of Health
· University of Aveiro, Institute of Biomedicine, Medical Sciences Department
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	INSA, Ministry of Health
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Instituto Superior Técnico
· INSA, Ministry of Health
· University of Aveiro 
· Association of BIP4DAB
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· INSA, Ministry of Health
· Association of BIP4DAB
	See funding model of the GoE.
	From 2024
	To sequence 2,904 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· INSA, Ministry of Health
· BioData.pt
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Romania
	Partnership for Genomic Research in Ukraine and Romania
	Academic-led:
· Uzhhorod National University (Ukraine)
· ”VASILE GOLDIȘ” University Foundation of Arad, Branch of Satu Mare (Romania)

	Public + EU co-funding:
· participating countries/project partners
· European Commission
	2020–2022
	Collected and sequenced 300 samples in the Zakarpattia, Satu Mare and Baia Mare (Maramures) regions.
	Aims to establish the foundation for active and sustainable cross-border collaboration in biomedical research between Romania and Ukraine.

To create and use new database to identify and describe common, rare, and endemic medically relevant mutations in the ethnically diverse human population of the Romania-Ukraine cross-border region.
	[110]

	
	Part of the 1+MG
	/
	See funding model of the 1+MG.
	From 2023
	/
	See the aims of the 1+MG.
	[111]

	
	Part of the GDI 
	· Authority for the Digitisation of Romania 
· Genomics Research and Development Institute (GRDI)
	See funding model of the GDI.
	From 2024
	/
	See the aims of the GDI and the 1+MG initiative.
	[42]
[51]

	
	Part of the GoE
	GRDI
	See funding model of the GoE.
	From 2024
	To sequence 2,800 samples.
	See the aims of the GoE.
	[38]

	
	Development of Genomic Research in Romania (ROGEN)
	Academic-led:
Carol Davila University of Medicine and Pharmacy in Bucharest
	Mixed funding:
· European Regional Development Fund
· Romanian State Budget
· Private-sector contributions
	2024–ongoing
	/
	Strategic initiative aimed at modernizing and enhancing genomic research in Romania.
	[112]

	
	Part of the B1MGplus
	GRDI
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Russia
	Genome Russia Project
	Academic-led:
St. Petersburg State University
	/
	2015– ongoing
	Aims to perform WGS of ~3,500 individuals, including family trios.
	To assess the genetic diversity across the Russian Federation and to reveal functional genomic variation of medical significance.
	[113]
[114]

	
	Part of the T2T
	International consortium-led:
T2T Consortium
	See funding model of the T2T.
	From 2018
	See sample size of the HGP.
	See the aims of the T2T.
	[80]

	
	National Genomic Information Database (NGID)
	Academic-led:
National Research Center “Kurchatov Institute”
	/
	2021– ongoing
	Aims to create a database that will contain at least 1 million genomes.
	It is planned that the NGID will become a key element of the infrastructure for genetic research and development in Russia, providing the storage, integration, and analysis of genetic data.
	[115]
[116]

	Serbia
	Balkan Genome Project
	Academic-led:
University of Belgrade, Institute of Molecular Genetics and Genetic Engineering
	/
	2024–2026
	Aims to perform WGS of at least 1,000 individuals whose ancestors are from different regions of the Balkan Peninsula.
	To create a comprehensive and detailed catalogue of human genetic variations specific for populations residing in the Balkan Peninsula.
	[117]



	Slovakia
	Slovak Genome Project
	Independent/charitable led:
Medirex Group Academy
	/
	2024–
ongoing

	Collected biological samples from 1,250 individuals representative of the entire Slovak population.

So far WGS was performed on samples from 582 individuals.
	Aims to create a control database of obtained genomic information representative of the Slovak population.
	[118]

	Slovenia
	Part of the 1+MG
	· Slovene Ministry of Health
· University of Ljubljana, Medical Faculty
· ELIXIR-SI
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· Slovene Ministry of Health
· University of Ljubljana, Medical Faculty
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· University of Ljubljana, Medical Faculty
· University Medical Center Ljubljana (UKC), Pediatric clinic
· University of Maribor, Faculty of Electrical Engineering and Computer Science 
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Slovenian Genome Project (SGP)
	Mixed led:
· UKC
· University of Ljubljana, Medical Faculty
· Oncology Institute Ljubljana
· Institute of Transfusion Medicine of the Republic of Slovenia
	Public/government funding:
Slovenian Research Agency (ARRS; now ARIS)
	2019–2022
 
	/
	To improve the diagnosis and prevention of rare diseases by implementing genomic sequencing, and to lay the foundations for a personalised genomic approach to the prediction, prevention, and improved treatment of common multifactorial diseases and cancer.

As a result, genome variant browser (SloGenVar) was established.
	[119] 
[120]

	
	Part of the GoE
	· UKC
· University of Ljubljana
	See funding model of the GoE.
	From 2025
	To sequence 491 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	University of Ljubljana
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	Slovenian Reference Genome Project (SRGP)
	Mixed led:
· UKC, Pediatric clinic
· University of Ljubljana, Medical Faculty
	Public/government funding:
ARIS
	2025– ongoing
	So far, samples from 500 healthy volunteers have been collected.

Aims to perform WGS of 20,000 healthy individuals from the Slovenian population.
	Aims to develop a national reference genome and support personalised healthcare.
	[121]

	Spain
	Part of the ENCODE Project
	International consortium-led:
ENCODE Project Consortium
	See funding model of the ENCODE Project.
	From 2003–2007
	See the sample size of the ENCODE Project.
	See the aims of the ENCODE Project.
	[122]

	
	Part of the 1+MG
	Carlos III Health Institute (ISCIII)
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· ISCIII
· Centre for Genomic Regulation (CRG)
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Barcelona Supercomputing Center (BSC)
· ISCIII
· CRG
· The National Centre for Genomic Analysis (CNAG)
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Part of the GoE
	· ISCIII
· University of the Basque Country
· CNAG
· Spanish National Cancer Research Center
· CRG
	See funding model of the GoE.
	From 2025
	To sequence 12,125 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· BSC
· CNAG
· ISCIII
· CRG
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	IMPaCT-GENóMICA programme
	Government-led:
ISCIII
	Public + EU co-funding:
· ISCIII
· European Commission
	2023– ongoing
	More than 2,000 patients have accessed the program.
	Part of the Spain’s IMPaCT initiative.

Programme focuses on rare diseases, hereditary and primary cancers of unknown origin, pharmacogenomics, and population genomics, while establishing mechanisms for the future expansion of genomic medicine services.
	[123]

	Sweden
	SweGen project
	Academic-led:
Uppsala University,
Department of Immunology, Genetics and Pathology
	Public + philanthropic funding:
· Science for Life Laboratory (SciLifeLab)
· Knut and Alice Wallenberg Foundation
· Swedish Research Council
	2014–2016
	Performed WGS of 1,000 individuals.
	A national initiative aimed at mapping the genetic variation in Sweden.
	[124]

	
	Part of the 1+MG
	· Swedish Research Council
· Swedish Innovation Agency
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the B1MG 
	· Swedish Research Council
· Swedish Innovation Agency
· Uppsala University
· Karolinska Institute
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]
[39]

	
	Part of the GDI
	· Stockholm University
· University of Umeå 
· University of Uppsala 
· Sweden´s Innovation Agency (Vinnova) 
	See funding model of the GDI.
	From 2022

	/
	See the aims of the GDI.
	[42]

	
	Precision Omics Initiative Sweden (PROMISE)
	Mixed led:
· Genomic Medicine Sweden (GMS)
· SciLifeLab
· Karolinska Institute
· Karolinska University
· Uppsala University

	/
	2024– ongoing
	/
	Aims to connect research with healthcare and establish Sweden as a world leader in data-driven precision medicine.

Aims to generate extensive new large-scale multi-omics data with integration of selected existing research, registry and healthcare data; to maximize research use of ‘-omics’ data created in healthcare; and to develop an improved data-access framework.
	[125]

	
	Part of the GoE
	Uppsala University
	See funding model of the GoE.
	From 2025
	To sequence 2,591 samples.
	See the aims of the GoE.
	[38]

	
	Part of the B1MGplus
	· Karolinska Institute
· Vinnova 
· Uppsala University
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	Switzerland
	Part of B1MG 
	Swiss Personalized Health Network 
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	Part of B1MGplus
	Swiss Institute of Bioinformatics 
	See funding model of the B1MGplus.
	From 2025
	/
	See the aims of the B1MGplus.
	[43]

	
	Genome of Switzerland (GoS) pilot project
	Mixed led:
· Health 2030 Genome Center
· Lausanne University Hospital
· University of Geneva 
· Swiss Federal Technology Institute of Lausanne
· Swiss Multi-Omics Centers 
	Public/government funding:
· Personalized Health and Related Technologies (PHRT)
· Swiss Personalized Health Network (SPHN)
	2025– ongoing
	In the pilot phase: Aims to generate high-quality WGS from 1,000 individuals of Swiss origin.

Another 14,000 participants are planned to be sequenced.
	To comprehensively characterize the genomic diversity of the Swiss population, identify variants of medical relevance, and support the development of personalized medicine strategies.
	[126]

	Ukraine
	Genome Diversity in Ukraine
	Academic-led:
Oakland University
	Mixed funding:
· BGI (China)
· Uzhhorod National University (Ukraine)
· National Cancer Institute (US)
· Oakland University (US)
	2018–2020
	Sequenced 97 Ukrainian genomes.
	To provide genome-wide data for the previously underrepresented population in Eastern Europe, and to provide cross-validation of the data from genome sequences and genotypes of the same individuals acquired by different technologies.
	[127]
[128]

	
	Partnership for Genomic Research in Ukraine and Romania
	Academic-led:
· Uzhhorod National University (Ukraine)
· ”VASILE GOLDIȘ” University Foundation of Arad, Branch of Satu Mare (Romania)

	Public + EU co-funding:
· participating countries/project partners
· European Union – European Neighbourhood Instrument (ENI)
	2020–2022
	To collect and sequence 300 human genomes in the Zakarpattia, Satu Mare and Baia Mare (Maramures) regions.
	Aims to establish the foundation for active and sustainable cross-border collaboration in biomedical research between Romania and Ukraine.

To create and use new database to identify and describe common, rare, and endemic medically relevant mutations in the ethnically diverse human population of the Romania-Ukraine cross-border region.
	[110]

	United Kingdom (UK)
	Part of the HGP
	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1990
	See the sample size of the HGP.
	See the aims of the HGP.
	[129]

	
	Part of the HapMap 
	International consortium-led:
The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	UK Biobank project
	Mixed led:
· Medical Research Council
· Department of Health
· Wellcome Sanger Institute


	Public + philanthropic funding:
· Medical Research Council
· Wellcome Trust
· Department of Health / NHS
	2002– ongoing
	Cohort of 500,000 people aged between 40-69 years.

(Samples have been gathered between 2006–2010).
	Aims to correlate genetic, environmental exposure, and baseline data with disease.
	[130]
[131]

	
	Part of the ENCODE Project
	International consortium-led:
ENCODE Project Consortium
	See funding model of the ENCODE Project.
	2003– 2017 
	See the sample size of the ENCODE Project.
	See the aims of the ENCODE Project.
	[122]
[132]
[133]

	
	Part of the 1000 Genomes Project
	International consortium-led:
The 1000 Genomes Project Consortium
	See funding model of the 1000 Genomes Project.
	From 2008
	See the sample size of the 1000 Genomes Project.
	See the aims of the 1000 Genomes Project.
	[77]
[78]

	
	UK10K
	Mixed led:
· Department of Health
· Wellcome Sanger Institute
· Bristol University 
· King's College London
· Medical Research Council 
	Philanthropic funding:
Wellcome Trust
	2010–2013
	Sequenced 10,000 individuals.
	To investigate how low-frequency and rare genetic variants contribute to human disease, and to provide an enduring data resource for future research into human genetics
	[134]
[135]

	
	Part of PGP:
PGP UK 

	Academic-led:
University College London
	Mixed funding:
· UCL Cancer Institute Research Trust
· Frances and Augustus Newman Foundation
· Dangoor Education
· Wellcome Trust
· National Institute for Health Research (NIHR) UCLH Biomedical Research Centre
	From 2013
	Enrolment of 1,100 participants.

WGS data are available for 10 participants.
	See the aims of PGP.
	[136]
[137]
[138]

	
	Part of the T2T
	International consortium-led:
T2T Consortium
	See funding model of the T2T.
	From 2018
	See sample size of the HGP.
	See the aims of the T2T.
	[80]

	
	Part of the 1+MG
	/
	See funding model of the 1+MG.
	From 2018
	/
	See the aims of the 1+MG.
	[36]
[37]

	
	Part of the Human Pangenome Project 
	International consortium-led:
Human Pangenome Project Consortium
	See funding model of the Human Pangenome Project.
	From 2019
	See the sample size of the Human Pangenome Project.
	See the aims of the Human Pangenome Project.
	[82]

	
	Part of the B1MG 
	/
	See funding model of the B1MG.
	From 2020
	/
	See the aims of the B1MG.
	[37]

	
	GenomeUK Initiative
	Government-led:
· Department of Health and Social Care
· National Health Service
	Public/government funding:
Department of Health and Social Care / NHS England / Genomics England
	2020– ongoing
	/
	A 10-year strategy to create the most advanced genomic healthcare system in the world, delivering better health outcomes at lower cost.
	[139]

	
	Part of the Project JAGUAR
	International consortium-led:
JAGUAR consortium
	See funding model of the Project JAGUAR.
	From 2021
	See the sample size of the Project JAGUAR.
	See the aims of the Project JAGUAR.
	[140]

	
	Our Future Health programme
	Independent/charitable led:
Our Future Health 
	Mixed funding:
· UK Government
· Research charities
· Life-sciences industry partners
	2022– ongoing
	Aims to recruit 5 million volunteers from the UK adult population.
	To help people live longer, healthier lives through the discovery and testing of more-effective approaches to the prevention, earlier detection, and treatment of diseases
	[141]
[142]




Supplementary Figure 1: Selected national genomic sequencing initiatives outside Europe. The figure presents representative genomic sequencing and biobanking (bold) initiatives across North America, Latin America, Africa, the Middle East, Asia, and Australia. Detailed information’s of these projects are provided in Supplementary Table 3.
[image: ]

Supplementary Table 3. List of national genomic projects in North America, Latin America, Africa, Middle eastern countries, East and Southeast Asia, and Australia.
	
	NORTH AMERICA

	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Canada
	Part of the HapMap 
	International consortium-led:
The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	Part of the ENCODE Project
	International consortium-led:
ENCODE Project Consortium
	See funding model of the ENCODE Project.
	From 2003 to 2007
	See the sample size of the ENCODE Project.
	See the aims of the ENCODE Project.
	[122]

	
	Part of the 1000 Genomes Project
	International consortium-led:
1000 Genomes Project Consortium
	See funding model of the 1000 Genomes Project.
	From 2008
	See the sample size of the 1000 Genomes Project.
	See the aims of the 1000 Genomes Project.
	

	
	CARTaGENE (CaG) study


	Academic-led:
University of Montreal
	Public/government funding: 
· Genome Canada 
· Génome Québec
	2003– ongoing
	Included 20,007 participants (55.7% of the Quebec population) from 2009 to 2010.
	A population-based biobank and health study of men and women in Quebec for public health and personalized genomics.
	[143]
[144]


	
	Part of the IHEC
	Canadian Institutes of Health Research: Canadian Epigenetics, Environment and Health Research Consortium (CEEHRC) Network
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	Part of the PGP: PGP-Canada
	Academic-led:
· University of Toronto, McLaughlin Centre 
· Hospital for Sick Children, Centre for Applied Genomics
	Mixed funding:
· University of Toronto McLaughlin Centre
· Canada Foundation for Innovation 
· Genome Canada/Ontario Genomics 
· Government of Ontario
· Canadian Institutes of Health Research 
· The Hospital for Sick Children Foundation 
· Medcan Health Management Inc.
	From 2012
	Performed WGS of 56 participants.
	See the aims of the PGP.
	[145]
[146]


	
	Silent Genomes Project
	Academic-led:
University of British Columbia
	Public/government funding:
Genome Canada
	2017/2018– ongoing
	/
	To establish processes for indigenous governance of biological samples and genome data, lead to policy guidelines and best practice models, bringing equitable genomic testing to indigenous children in 
Canada with suspected genetic diagnosis and develop an Indigenous Background Variant Library (IBVL) of genetic variation from a diverse group of first nations in Canada.
	[147]

	
	Canadian Precision Health Initiative
	Government-led:
Genome Canada
	Public/government funding: 
Genome Canada
	2025– ongoing
	Aims to collect more than 100,000 samples from Canadians.
	To build a public genomic data resource by sequencing the genomes of at least 100,000 Canadians.
	[148]

	
	geneCARE study
	Academic-led: 
The Hospital for Sick Children (SickKids)/University of Toronto
	Public/government funding:
Genome Canada
	2026– ongoing
	To sequence the genomes of 11,100 black individuals in Canada.
	Aims to better understand why chronic diseases impact Black populations by sequencing 11,100 genomes and building a comprehensive database.
	[149]

	United States of America (US)
	Part of the HGP
	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1990
	See the sample size of the HGP.
	See the aims of the HGP.
	[129]

	
	Part of the HapMap 
	International consortium-led:
The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	Part of the ENCODE Project
	International consortium-led:
ENCODE Project Consortium
	See funding model of the ENCODE project.
	From 2003 
	See the sample size of the ENCODE project.
	See the aims of the ENCODE project.
	[122]
[132]
[133]
[150]

	
	Part of the PGP: Harvard PGP
	Academic-led:
Harvard Medical School
	Philanthropic funding:
Robert Wood Johnson Foundation (present source of funding)

(Sources of funding for the Harvard PGP have varied over time)
	From 2005
	Samples from over 5000 participants.

	See the aims of the PGP.
	[151]
[152]
[153]

	
	Part of the 1000 Genomes Project
	International consortium-led:
The 1000 Genomes Project Consortium
	See funding model of the 1000 Genomes Project.
	From 2008
	See the sample size of the 1000 Genomes Project.
	See the aims of the 1000 Genomes Project.
	[77]
[78]

	
	Part of the IHEC
	US NIH:
- Roadmap Epigenomics Program
- 4D Nucleome Program

US NHGRI: ENCODE Project
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	Million Veteran Program
	Government-led:
United States Department of Veterans Affairs
	Public/government funding: 
US Department of Veterans Affairs
	2011– ongoing

	Participation of 1 million Veterans.
	A program that studies how genes, lifestyles, military experiences, and exposures affect health and wellness.
	[154]

	
	Implementing GeNomics In practice (IGNITE) network
	Government-led:
· University of Pennsylvania, Coordinating Center
· US NHGRI
	Public/government funding:
US NIH/NHGRI
	2013–
ongoing

First phase (INGNITE I):
2013-2018

Second phase (IGNITE II):
2018–ongoing
	/
	Aims to enhance translation of validated actionable genomic information into clinical settings and develop and use measures of outcome in response to genome-based clinical interventions using a pragmatic framework to provide early data and proofs of concept on the utility of these interventions.
	[155]

	
	All of Us 
Research Program
(All of Us)
	Government-led:
US NIH
	Public/government funding:
US NIH
	2015– ongoing
	WGS of 245,388 participants (in 2022).

Aims to perform WGS and genotype 1 million participants.
	Aims to accelerate precision medicine by building a diverse database of 1 million or more participants. It focuses on gathering health information to tailor individualized disease prevention, treatments, and care for everyone
	[156]





	
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Part of the T2T
	International consortium-led:
T2T Consortium
	See funding model of the T2T.
	From 2018
	See sample size of the HGP.
	See the aims of the T2T.
	[80]

	
	Part of the Human Pangenome Project 
	International consortium-led:
Human Pangenome Project Consortium
	See funding model of the Human Pangenome Project.
	From 2019
	See the sample size of the Human Pangenome Project.
	See the aims of the Human Pangenome Project.
	[82]

	
	Mount Sinai Million Health Discoveries Program
	Academic-led:
· Mount Sinai Health System
· Icahn School of Medicine at Mount Sinai 
	/
	2022– ongoing
(2027)
	Aims to enrol 1 million Mount Sinai patients. 
	Aims to understand better how genes influence our health.
	[157]


	
	Truveta Genome Project
	Private/industry-led:
Truveta

	Private-sector funding:
· Regeneron 
· Illumina
· participating Truveta health systems
	2025– ongoing
	Aims to sequence the exomes of the first ten million volunteers.
	Aims to build one of the world’s largest genomic databases linked with clinical data obtained by Truveta.
	[158]

	
	LATIN AMERICA

	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Mexico
	Mexican Genome Diversity Project
(MGDP)
	Government-led:
National Institute of Genomic Medicine 
	Public/government funding:
Federal Government of Mexico / National Institute of Genomic Medicine (INMEGEN)
	2009
	Collected samples from 300 nonrelated and self-defined Mestizos and 30 Amerindian Zapotecos in 7 states in Mexico.
	To develop the basis for genomic medicine to improve the healthcare of its population.
	[159]

	
	Part of the Project JAGUAR
	International consortium-led:
JAGUAR consortium
	See funding model of the Project JAGUAR.
	From 2021
	See the sample size of the Project JAGUAR.
	See the aims of the Project JAGUAR.
	[140]

	
	Mexico City Prospective Study
	Academic-led:
National Autonomous University of Mexico, Faculty of Medicine
	Mixed funding:
· Mexican Ministry of Health
· National Council of Science and Technology (CONACYT)
· Wellcome Trust
· Cancer Research UK
· British Heart Foundation
· UK Medical Research Council
· National Autonomous University of Mexico
· University of Oxford 
· Regeneron 
· AstraZeneca
· AbbVie
	2023
	Enrolled 159,755 participants aged at least 35 years from two contiguous urban districts of Mexico City. (Coyoacán and Iztapalapa)
	To bridge the gaps of the genetic studies of Latin American populations and enable the implementation of precision medicine for these populations.


	[160]

	
	OriGen
	Academic-led:
Tecnológico de Monterrey
	/
	2023– ongoing
	Aims to sequence the genome of 100,000 Mexicans over 18 years.
	Creating a genomic database that can be integrated with clinical-epidemiological data and samples (Biorepository) with the purpose of promoting the development of research for the society and health of the country.
	[161]
[162]


	
	Mexican Biobank (MXB) Project
	Mixed led:
· Mexico's Cinvestav UGA-Langebio 
· University of Oxford, Wellcome Centre for Human Genetics
	Public/government funding:
· CONACYT
· Newton Fund through the UK Medical Research Council (MRC)
	2023– ongoing
	Genotyped 6,057 individuals from 898 rural and urban localities across all 32 states in Mexico
	Aims to achieve a comprehensive understanding of all the regions and ancestral backgrounds within the country.
	[163]

	Brazil
	Brazilian Initiative on Precision Medicine (BIPMed)
	Academic-led:
· Brazilian Research Institute for Neuroscience and Neurotechnology 
· Center for Computational Science and Engineering
· Center for Research in Cell Therapy 
· Center for Research on Inflammatory Diseases Obesity and Comorbidities Research Center
	Academic/research-grant funding: 
São Paulo Research Foundation (FAPESP)
	2015– ongoing
	/
	Software platform that aims to offer public access to genomic and phenotypic data.
	[164]

	
	DNA do Brasil
(DNABr)
	Academic-led:
University of São Paulo, Biosciences Institute 
	Private-sector funding:
Diagnósticos da América S.A. (DASA)
	2019– ongoing
	Performed WGS of 2,723 genomes (published in 2025).

Aims to sequence 15,000 genomes.
	Aims to sequence the genomes of thousands of Brazilians to flag and identify the unique characteristics present in the country’s diverse population.
	[165]
[166]


	
	Brazilian Rare Genomes Project (BRGP)
	Mixed led:
· Hospital Israelita Albert Einstein
· Brazilian Ministry of Health
	Public + private-sector funding:
· Hospital Israelita Albert Einstein 
· Brazilian Ministry of Health 
	2021–2023

2024– ongoing 

	Collected samples from 5,402 individuals.

	To further the implementation of genomic medicine into the Brazilian national public healthcare system (Sistema Único de Saúde; SUS), complementing current policies and significantly improving the diagnostic capacity for rare disorders.
	[167]
[168]
[169]

	
	Part of the Project JAGUAR
	International consortium-led:
JAGUAR consortium
	See funding model of the Project JAGUAR.
	From 2021
	See the sample size of the Project JAGUAR.
	See the aims of the Project JAGUAR.
	[140]

	Colombia
	Consortium for Genomic Diversity, Ancestry, and Health in Colombia (CÓDIGO)
	International consortium-led:
CÓDIGO Consortium 
	/
	2025– ongoing

	Collected 1,441 samples. 

These samples were characterized by whole genome genotyping (793), WES (520), and WGS (128).
	Aims to build a community of Colombian researchers in support of local capacity in genomics, bioinformatics, and precision health.

As a result, CÓDIGO dataset (release 1.0) is made up of 1441 Colombian genomic variant samples.
	[170]

	Peru
	Peruvian Genome Project
	Government-led:
Peruvian National Institute of Health
	Public/government funding:
Peruvian National Institute of Health 
	2011–2024
	Collected 1,149 samples from 17 traditional native and 13 mestizo with mixed Native American, African, and European ancestry
	Aims to address the genomic data
underrepresentation from native South American populations.
	[171]

	
	Part of the Project JAGUAR
	International consortium-led:
JAGUAR consortium
	See funding model of the Project JAGUAR.
	From 2021
	See the sample size of the Project JAGUAR.
	See the aims of the Project JAGUAR.
	[140]

	
	AFRICA

	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Egypt
	Egypt Genome Project
	Academic-led:
· Academy of Scientific Research and Technology 
· Center for Research and Regenerative Medicine

	Public/government funding:
Academy of Scientific Research and Technology, Ministry of Higher Education and Scientific Research
	2022– ongoing (2027)
	Aims to sequence genomic variants of 100,000 apparently healthy Egyptian adults (with around 8,000 individuals suspected to have a genetic disease) and 200 ancient
Egyptian mummies.
	The project aims to provide the first comprehensive genomic dataset from Egypt and North Africa.
	[172]
[173]

	Morocco 
	Moroccan Genome Project (MGP)
	Independent/charitable led:
Mohammed VI Center for Research and Innovation
	Philanthropic funding:
Mohammed VI Foundation for Sciences and Health
	2024– ongoing
	Aims to study 1,000 Moroccan genomes.
	Aims to advance genomics by building expertise, creating bioinformatics infrastructure, and establishing a Moroccan biobank.
	[174]

	Nigeria
	Part of the HapMap 
	International consortium-led:
The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	Nigerian 100K Genome Project
	Independent/charitable led:
54gene (through African Centre for Translational Genomics (ACTG) initiative)

	/
	2020– ongoing
	Aims to collect samples of 100,000 Nigerians from 300 ethnolinguistic groups.
	To produce a comprehensive catalog of human genetic variation in Nigeria and assess the burden and etiological characteristics of non-communicable diseases.
	[175]

	
	MIDDLE EASTERN COUNTRIES

	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Bahrain	
	Bahrain Genome Project
	Government-led:
Bahrain Ministry of Health, National Genome Center
	/
	2019– ongoing
(2029)
	Aims to collect and analyse 100,000 DNA samples from Bahraini citizens.
	To draw Bahrain’s genetic map and create a comprehensive database that contributes to monitoring and preventing genetic diseases.
	[176]

	Israel
	Psifas  
(Also known as Israeli Genome Project)
	Academic-led:
Psifas
	Public/government funding: 
Government of Israel
	2024– ongoing
	Aims to collect samples from 100,000 Israelis.
	The Psifas Israeli virtual biobank is a non-profit, research-driven virtual biobank established as a centralized platform for clinical and genomic research.
	[177]
[178]

	
	Israel Reference Genome Study (IRGS)
	Academic-led:
Psifas
	Private-sector funding: Illumina
	2024– ongoing
	Aims to perform WGS of 50 individuals from over 60 distinct subpopulations.
	A cornerstone project of Psifas, aiming to better understand genetic variation across Israel’s diverse population groups.

	[179]

	Qatar
	Qatar Genome Program
	Academic-led:
Qatar University, Biomedical Research Center
	Philanthropic funding: 
Qatar Foundation
	2015–2025
	Performed WGS of 6,047 individuals from Qatar (Phase I)

Aims to perform WGS of 100,000 individuals from Qatar.
	Aims to sequence the genomes of the local population for the purpose of supporting genomic medicine in the country and the region.
	[180]
[181]

	Saudi Arabia
	Saudi Human Genome Program (SHGP)
	Government-led:
King Abdulaziz City for Science and Technology 
	Public/government funding: 
King Abdulaziz City for Science and Technology (KACST)
	2013– ongoing
	Sequenced more than 65,000 samples.
Aims to sequence up to 100,000 Saudi genomes.
	To build a genomic database for the Saudi population, characterize disease-associated genetic variants, support genomic research, and develop improved diagnostic and preventive approaches for genetic diseases.
	[182]
[183]

	Turkey
	Turkey National Genome and Bioinformatics Project
	Government-led:
Health Institutes of Türkiye (TÜSEB)
	Public/government funding: 
Health Institutes of Türkiye (TÜSEB)
	2017– ongoing
	Aims perform WGS of 557 samples from Turkish citizens.
	To analyse the molecular mechanisms of diseases, develop new diagnostic and therapeutic methods and initiate individual-specific medicine studies.
	[181]

	United Arab Emirates 
	Emirati Genome Program (EGP)
	Mixed led:
· Department of Health, Abu Dhabi 
· M42 
	Public/government funding: 
Department of Health, Abu Dhabi
	2019– ongoing
	Collected genomic data from more than 600,000 citizens.
	Aims to use genomic data to improve the health of the Emirati population.
	[184]

	
	EAST and SOUTHEAST ASIA

	Country
	Name of the project
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–
finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	China
	Part of the HGP
	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1999
	See the sample size of the HGP.
	See the aims of the HGP.
	[185]

	
	Part of the HapMap 
	International consortium-led:
The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	Part of the 1000 Genomes Project
	International consortium-led:
The 1000 Genomes Project Consortium
	See funding model of the 1000 Genomes Project.
	From 2008
	See the sample size of the 1000 Genomes Project.
	See the aims of the 1000 Genomes Project.
	[77]
[78]

	
	Part of the IHEC
	Hong Kong University of Science and Technology: Hong Kong Epigenomics Project
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	China Metabolic Analytics Project (ChinaMAP)
	Government-led:
National Clinical Research Center for Metabolic Diseases, Ruijin Hospital
	Public/government funding: 
· National Basic Research Program of China
· National Natural Science Foundation of China
· National Key R&D Program
	2010– ongoing
	Performed WGS analysis of 10,588 Chinese Han individuals.

	Project was designed to comprehensively characterize the diverse genetic architectures of Chinese Han, and investigate their contribution to metabolic diseases and a broad spectrum of biomedically relevant quantitative traits
	[186]

	
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	China National GeneBank (CNGB)

China National GeneBank DataBase (CNGBdb)
	Government-led:
CNGB
	Public/government funding: 
Chinese Government
	2016– ongoing

CNGBdb: established in 2020



	CNGBdb has archived 2,176 research projects and more than 2221 TB sequencing data.
	Data platform aiming to systematically archive and share multi-omics data in the life sciences.
	[187]

	
	Part of the PGP:
PGP-China

	Fudan University, Human Phenome Institute
	/
	From 2017
	/
	See the aims of the PGP.
	[188]

	
	HuaBiao project
	Academic-led:
Fudan University
	Academic/research-grant funding:
· Shanghai Municipal Science and Technology Major Project
· CAMS Innovation Fund for Medical Sciences 
· National Basic Research Program of China
	2017–2021
	Performed WES of 5,000 unrelated healthy Han Chinese individuals.
	To establish a high-quality WES database representing Han Chinese subpopulations.
	[189]

	India
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium

	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Genomics for Public Health in India (IndiGen) programme
	Government-led:
The Council for Scientific and Industrial Research
	Public/government funding: 
Council of Scientific and Industrial Research (CSIR), Government of India
	2019–2020
	Performed WGS analysis of 1,029 healthy Indian individuals (in the pilot phase).
	Aims to undertake WGS of a thousand Indian individuals representing diverse ethnic groups from India.
	[190]

	
	GenomeIndia
	Academic-led:
Indian Institute of Science in Bangalore, Centre for Brain Research
	Public/government funding: 
Department of Biotechnology (DBT), Ministry of Science and Technology, Government of India
	2020–2025
	Generated WGS data from 10,000 individuals.
	To build a comprehensive catalogue of genetic variations that reflect the unique diversity of the Indian population.
	[191]



	Indonesia
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium

	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Indonesian Genome Diversity Project



Indonesian Genome Diversity Project 2
	Government-led:
Eijkman Institute for Molecular Biology
	/
	2018









	Sequenced the genomes of 161 individuals from Indonesia and New Guinea.

Sequenced the genomes of 82 individuals from Mentawai, New Guinea, Sumatra and Sumba islands.
	Dataset of WGS to study patterns of genomic variation across the broad geography of Indonesia and New Guinea.

The data are held by the European Genome-Phenome archive.
	[192]




[193]
[194]

	
	Indonesian National Genome Project
	Mixed led:
· Indonesian Ministry of Health
· MGI Tech Co. Ltd. (MGI)
	Public/government funding: 
Ministry of Health, Republic of Indonesia
	2022– ongoing
	Aims to collect genetic data from over 10,000 Indonesian individuals.
	Aims to establish an accountable, accurate and credible population database.
	[195]

	Japan
	Part of the HGP
	International consortium-led:
International Human Genome Sequencing Consortium
	See funding model of the HGP.
	From 1990
	See the sample size of the HGP.
	See the aims of the HGP.
	[196]

	
	Part of the HapMap 
	The International HapMap Consortium 
	See funding model of the HapMap.
	From 2002
	See the sample size of the HapMap.
	See the aims of the HapMap.
	[5]

	
	BioBank Japan (BBJ) Project
	Government-led:
Japanese Ministry of Education, Culture, Sports, Science and Technology
	Public/government funding: 
· Japanese Ministry of Education, Culture, Sports, Science and Technology (MEXT)
· Japan Agency for Medical Research and Development (AMED)
	2003–2018 

Phase I: 
2003–2008

Phase II: 
2008–2013

Phase III: 2013–2018
	Registered 200,000 participants.
	To provide evidence for the implementation of personalized medicine by constructing a large, patient-based biobank (BBJ).
	[197]

	
	Part of the IHEC
	Japan Agency for Medical Research and Development: CREST Program
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	National Center Biobank Network (NCBN)
	Government-led:
Ministry of Health, Labour and Welfare
	Public/government funding: 
Ministry of Health, Labour and Welfare
	2011– ongoing
	Contains more than 1 million samples from 240,008 registrants.
	Coordinates the biobanks and researchers of the six national centers via an open-access database as an efficient means of providing registered biological resources and data for use in research communities.
	[198]

	
	Implementation of Genomic Medicine Project
	Government-led:
· Ministry of Education, Culture, Sports, Science and Technology
· Ministry of Health, Labour and Welfare
	Public/government funding: 
· Japanese Ministry of Education, Culture, Sports, Science and Technology
· Ministry of Health, Labour and Welfare
	2013– ongoing

	/
	To promote the clinical application of genomic research and integrate genomic data into healthcare.
	[199]

	
	Tohoku Medical Megabank (TMM) Project
	Academic-led:
· Tohoku University Tohoku Medical Megabank Organization
· Iwate Medical University Iwate Tohoku Medical Megabank Organization 
	Public/government funding: 
· Reconstruction Agency
· MEXT
· AMED
	2013–
ongoing

(2013–2017: baseline studies)
	Incorporates the individual cohort/clinical
data and the genome/multiomics data of 157,191 participants 
(called “dbTMM”).
	An integrated biobank incorporating cohort, clinical, genomic, and multi-omics data, together with analytical facilities for genomic and multi-omics research.

Data was collected based on the two large-scale genome cohorts studies: the TMM Community‐Based Cohort study and the TMM Birth and Three‐generation Cohort study.
	[200]
[201]

	
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium

	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Part of the Human Pangenome Project 
	International consortium-led:
Human Pangenome Project Consortium
	See funding model of the Human Pangenome Project.
	From 2019
	See the sample size of the Human Pangenome Project.
	See the aims of the Human Pangenome Project.
	[82]

	Philippines
	Genomics
for a better
Philippines: Strategic plan
	Academic-led:
University of the Philippines, Philippine Genome Center 
	Public/government funding:
· Department of Science and Technology 
· Commission on Higher Education
· Department of Agriculture 
· University of the Philippines
	development/earlier strategic period:
2011–2019

Strategic Plan:
2019–2025
	/
	Aims to use the research to connect scientists with society by developing novel solutions in areas of national need namely health; agriculture, livestock, fisheries and forestry; biodiversity, ethnicity and forensics; and computational genomics and systems biology. 
	[202]

	
	Filipino Genome Research Project (FGRP)
	Academic-led:
University of the Philippines, Natural Science Research Institute
	Public/government funding: 
Department of Science and Technology
	2022– ongoing
	Sample the DNA of 2,870 adults.
	To determine the nation’s diverse genetic heritage to establish a local genome databank representing the various regions and ethnicities.
	[203]

	Malaysia
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium

	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	MyGenom Project
	Government-led:
· National Institutes of Biotechnology Malaysia
· National Institutes of Health Malaysia	
	Public/government funding: 
· Ministry of Science, Technology and Innovation
· Ministry of Health Malaysia
	2024– ongoing
	Aims to sequence 10,000 genomes from all ethnicities in Malaysia.
	Aims to understand the genetic makeup of Malaysians. Over time, the project aims to create a Malaysian reference genomic dataset reflecting the diversity of the population and supporting the implementation of precision medicine.
	[204]

	Singapore
	Part of the ENCODE Project
	International consortium-led:
ENCODE Project Consortium
	See funding model of the ENCODE project.
	From 2003 
	See the sample size of the ENCODE project.
	See the aims of the ENCODE project.
	[122]
[132]


	
	Part of the IHEC
	The Genome Institute of Singapore: Singapore Epigenome Project
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	Singapore Sequencing Malay Project (SSMP)
	Academic-led:
National University of Singapore 
	Public/government funding:
· National Research Foundation (NRF), Singapore 
Biomedical Research Council (BMRC), Singapore
	2013
	WGS of 100 healthy Malays.
	Aims to collect genetic data of Malay individuals to improve the health. 
	[205]

	
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Precision Health Research, Singapore (PRECISE)
	Government-led:
· Prime Minister’s office
· Ministry of Health
	Public/government funding: 
· National Research Foundation Singapore
· Ministry of Health / NMRC
	2017– ongoing (2027)
	Aims to generate WGS of 1 million Singaporeans.
	Multi-phase National Precision Medicine (NPM) programme.

Aims to generate precision medicine data of up to one million individuals, integrating genomic, lifestyle, health, social and environmental data.
	[206]

	South Korea
	Part of the IHEC
	National Institute of Health: Metabolic Epigenome Project
	See funding model of the IHEC.
	From 2010
	/
	See the aims of the IHEC.
	[79]

	
	Korean Reference Genome (KRG) project

Korean Reference Genome Database (KRGDB)
	Government-led:
National Institute of Health, Center for Genome Science
	Public/government funding:
· Korea National Institute of Health (KNIH)
· Post-genome Multi-ministerial Project
	2012– ongoing
	Analysed the data from 1,490 participants (pilot phase).

Performed WGS of 1,722 Korean participants.

Aims to perform WGS of ∼20,000 Korean participants.
	Aims to provide a comprehensive map of Korean genomic variants for future studies regarding disease association and population genetics.
	[207]
[208]



	
	Korean Genome Project (KGP)
	Academic-led:
Ulsan National Institute of Science and Technology, Korean Genomics Center 
	Mixed funding:
· Ulsan City Research Fund
· Ulsan National Institute of Science and Technology (UNIST)
· Ministry of Trade, Industry and Energy (MOTIE)
· Ministry of SMEs and Startups (MSS)
	2015– ongoing
	Phase I (Korea1K): performed WGS of 1,094 Koreans.

Phase II (Korea4K): performed WGS of 4,157 Koreans.
	To create a comprehensive Korean reference genome database.
	[209]



[210]


	
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Welfare Genome Project (WGP)
	Academic-led:
· Ulsan National Institute of Science and Technology, Korean Genomics Center 
· Ulsan University Hospital 
	Mixed funding:
· Ulsan City Research Fund
· Miryang City Research Fund 
· UNIST (U-K BRAND Research Fund)
	2016–2020
	Collected and banked genomic, clinical, and lifestyle data from 1,000 healthy volunteers.
	The project was designed to find ways to maximize health and welfare benefits to citizens of participating cities.
	[211]

	
	Korean National Standard Reference Variome (KoVariome)
	Government-led:
Korean Bioinformation Center (KOBIC)
	Academic/research-grant funding: 
· MOTIE 
· National Research Foundation of Korea (NRF)/Ministry of Science and ICT 
· UNIST
	2018
	Performed WGS of 50 healthy Korean individuals.
	Constructed as part of the PGP-Korea.
	[212]

	
	Korean Variant Archive (KOVA)

Korean Variant Archive 2 (KOVA 2)
	Academic-led:
Seoul National University College of Medicine
	Academic/research-grant funding: 
Korean government research programmes / NRF and participating research institutions
	2017 


2022
	Contains 1,896 WGS and 3,409 WES data from healthy individuals of Korean ethnicity.
	Genome database aiming to alleviate the paucity of East Asian population genome resources.
	[213]
[214]

	Thailand
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	Genomics Thailand Initiative
	Government-led:
Thailand National Institute of Health, Department of Medical Sciences, Ministry of Public Health (DMSc-MoPH)
	Public/government funding: 
Government of Thailand / Ministry of Public Health
	2019–2024
	Aims to sequence the genomes of 50,000 Thai individuals
	Aims to better understand Southeast Asia’s unique genomic complexity and advances in personalised diagnostics, drug selection, and treatment in non-communicable diseases, cancer, infectious diseases, and rare diseases.
	[215]

	Vietnam
	Part of the GenomeAsia 100K
	International consortium-led:
Genome Asia 100K Consortium
	/
	From 2016
	See the sample size of the GenomeAsia 100K.
	See the aims of the GenomeAsia 100K.
	[20]


	
	1000 Vietnamese Genome Project (1KVG)


	Private/industry-led:
Vingroup Bigdata Institute (VinBigData)
	Private-sector funding: 
· Vingroup JSC
· Vingroup Innovation Foundation (VINIF)
	2018–2021
	Performed WGS of over 1,000 healthy individuals 
(aged 35–55 years).
	Aims to build a genetic database for Vietnamese people, contributing to the characterization of genetic variation specific to the Vietnamese population.

At the end of the project the 
Vietnamese Genetic Variation Database was established.
	[216]
[217]

	
	AUSTRALIA

	Project name
	Leadership type:
Leading institution(s)
	Funding model:
Main Funding Institution(s)
	Starting–finishing year
	Population/samples included
	Aims/objectives of the project
	Ref.

	Australian Genomics
	Mixed led:
Australian Genomics 
(national partnership of clinical genetics services, hospitals, research institutes, professional bodies, and patient organisations)
	Public/government funding:
National Health and Medical Research Council (NHMRC), Australian Government
	2018– ongoing
	Genomic testing of more than 5,200 individuals (2023).
	National program aiming to evaluate and accelerate the implementation of genomic testing into healthcare.
	[218]

	ORIGINS Project 

ORIGINS Databank and Biobank
	Academic-led:
Kids Research Institute Australia
	Mixed funding:
· WA Child Health Research Fund
· Joondalup Health Campus
· Paul Ramsay Foundation
· Commonwealth Government of Australia
· Stan Perron Charitable Foundation
· Future Health Research and Innovation Fund
	2017– ongoing
	Enrolled 8,000 pregnant people (Dec. 2022).

Aims to recruit 10,000 birthing families from Perth, Western Australia.
	An observational and interventional birthing cohort study that will enable investigations of early antecedent pathways to non-communicable diseases and how to curtail these.

	[219]
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