Table S1. Structural details of the SARS-COV-2 structural protein predicted models.
	
Proteins
	
Tool utilized for modeling
	
Best template
	Ramachandran plot
	Model quality
(z-score)

	
	
	
	Favored region
	Allowed region
	[bookmark: _GoBack]Disallowed region
	

	E
	Modeler
	5X29
	97.3%
	2.7%
	0.0%
	0.41

	M
	Raptor X
	5yckA
	96.8%
	2.7%
	0.5%
	-3.88



