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	Communities
	 N
	S. haematobium infection, %(n)

	LIK-UC/MC
	137
	37.2(51)

	LIK-WT
	97
	20.6(20)

	HOL-LIK Q1,2,3
	75
	52.0(39)

	HOL-LIK Q4,5,6
	62
	33.9(21)

	HOL-LIK Q8,9
	80
	40.0(32)

	HOL-LIK Q10, Camp 5
	84
	29.8(25)

	HOL Q2
	92
	12.0(11)

	HOL Q4
	51
	56.9(29)

	HOL Q6
	100
	17.0(17)

	Level of significance
	                    χ2 = 66.21; p < 0.001










