[bookmark: _Hlk75617604][bookmark: _Hlk90065359]Table Expanded compartmental structures based on SEIR according to virus characteristics of COVID-19.
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	Interpretation
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	SEIRD
	[bookmark: OLE_LINK3]susceptible (S), exposed (E), infectious (I), recovered (R), dead (D)
	[1-10]

	SEPIR
	susceptible (S), exposed (E), pre-symptomatic (P), infectious (I), recovered (R)
	[11]

	SETAIR
	susceptible (S), exposed (E), transitional1 (T), asymptomatic (A), infectious (I), recovered (R)
	[12]

	SEAIR, SEAIRD
	susceptible (S), exposed (E), asymptomatic (A), infectious (I), recovered (R), dead (D)
	[13-22]

	SECINISRD
	susceptible (S), exposed (E), mild
or no symptoms (C), non-severe (IN), severe (IS), recovered (R), dead (D)
	[23]

	SEIpIcIsR
	[bookmark: OLE_LINK2]susceptible (S), exposed (E), preclinical (Ip), clinical (Ic), subclinical (Is)2, recovered (R)
	[24]

	SEAI1I2R
SEI1I2RD
	susceptible (S), exposed (E), asymptomatic (A), non-critical (I1), critical (I2), recovered (R), dead (D)
	[25, 26]

	SEIMCRD
	[bookmark: OLE_LINK1]susceptible (S), exposed (E), symptomatic (I), mild (M), critical (C), recovered (R), dead (D)
	[27]

	SEAIRB
	susceptible (S), exposed (E), asymptomatic (A), symptomatic (I), recovered (R), The concentration of the corona virus in the environment (B)
	[28-30]

	SLIADRE
	susceptible (S), latent (L), highly symptomatic (I), low symptomatic (A), detected (D), removed/recovered (R), environment containing viruses (E)
	[31]


1 Transitional: the intermediate compartment of exposed to infected.
2 Subclinical: the infected people with few or no symptoms; clinical: the infected people with obvious symptoms
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