Supplementary Table 1 Maternal comorbidities across study groups
Summary of maternal clinical conditions across the control (CG), no hypothermic treatment group (NHTG), and hypothermic treatment group (HTG). Maternal medical records were reviewed to identify infectious, metabolic, vascular, autoimmune, and chronic inflammatory conditions. Mothers with clinical infection at delivery, intrapartum fever, autoimmune disease, pre-gestational diabetes, severe hypertensive disorders, severe preeclampsia, or other chronic inflammatory diseases were excluded. Mild, clinically managed gestational diabetes or chronic hypertension were permitted when present.
	Maternal condition
	Control
	NHTG
	HTG

	Clinical infection at delivery
	Excluded
	Excluded
	Excluded

	Fever during labor
	Excluded
	Excluded
	Excluded

	Autoimmune disease
	Excluded
	Excluded
	Excluded

	Pre-gestational diabetes
	Excluded
	Excluded
	Excluded

	Gestational diabetes
	Mild cases only
	Mild cases only
	Mild cases only

	Chronic hypertension
	Mild cases only
	Mild cases only
	Mild cases only

	Gestational hypertension
	Excluded
	Excluded
	Excluded

	Severe preeclampsia
	Excluded
	Excluded
	Excluded

	Other chronic inflammatory disease
	Excluded
	Excluded
	Excluded




Supplementary Table 2 ROC analysis of maternal miRNAs at birth
Receiver operating characteristic (ROC) analysis evaluating the discriminatory performance of neonatal circulating miRNAs (miR223, miR30e, and miR30a) at birth (T0) between control newborns and NHTG or HTG groups. Area under the curve (AUC), 95% confidence intervals (CI), and associated p-values are reported for each comparison.
	
	Comparison
	AUC
	95% CI
	P value

	miR223
	CTL vs NHTG
	0.87
	0.64 – 1.00
	0.0446

	
	CTL vs HTG
	0.8
	0.52 – 1.00
	0.1003

	miR30e
	CTL vs NHTG
	0.73
	0.42 – 1.00
	0.2012

	
	CTL vs HTG
	0.5
	0.13 – 0.87
	>0.9999

	miR30a
	CTL vs NHTG
	0.63
	0.29 – 0.98
	0.4652

	
	CTL vs HTG
	0.7
	0.38 – 1.00
	0.2733





Supplementary Table 3 Time-dependent ROC analysis of neonatal miRNAs 
Time-dependent receiver operating characteristic (ROC) analysis assessing the discriminatory performance of neonatal miRNAs (miR223, miR30e, and miR30a) at birth (T0), 3 hours (T3), and 48 hours (T48) of life. Comparisons are shown between control newborns and NHTG or HTG groups. Area under the curve (AUC), 95% confidence intervals (CI), and p-values are reported for each time point and comparison.

	
	Time point
	Comparison
	AUC
	95% CI
	P value

	miR223
	T0
	CTL vs NHTG
	0.88
	0.70 – 1.00
	0.0181

	
	
	CTL vs HTG
	0.82
	0.57 – 1.00
	0.0476

	
	T3
	CTL vs NHTG
	0.86
	0.64 – 1.00
	0.0321

	
	
	CTL vs HTG
	0.98
	0.93 – 1.00
	0.0018

	
	T48
	CTL vs NHTG
	0.78
	0.47 – 1.00
	0.1093

	
	
	CTL vs HTG
	0.6
	0.29 – 0.91
	0.5186

	miR30e
	T0
	CTL vs NHTG
	0.94
	0.81 – 1.00
	0.0104

	
	
	CTL vs HTG
	0.74
	0.45 – 1.00
	0.1531

	
	T3
	CTL vs NHTG
	0.6
	0.25 – 0.94
	0.5677

	
	
	CTL vs HTG
	0.83
	0.59 – 1.00
	0.0455

	
	T48
	CTL vs NHTG
	0.7
	0.37 – 1.00
	0.2733

	
	
	CTL vs HTG
	0.63
	0.31 – 0.94
	0.4386

	miR30e
	T0
	CTL vs NHTG
	1
	1.00 – 1.00
	0.0027

	
	
	CTL vs HTG
	0.78
	0.52 – 1.00
	0.0845

	
	T3
	CTL vs NHTG
	0.78
	0.52 – 1.00
	0.0845

	
	
	CTL vs HTG
	0.88
	0.69 – 1.00
	0.0181

	
	T48
	CTL vs NHTG
	0.77
	0.47 – 1.00
	0.1441

	
	
	CTL vs HTG
	0.52
	0.20 – 0.84
	0.8973




