Dear Editorial Office,
Thank you for your technical check. We have revised the submission and uploaded the full uncropped gel/blot images as supplementary files.
For clarity, the Western blot source files have been organized into three folders according to the corresponding experimental groups. In these experiments, proteins with markedly different molecular weights were detected on different regions of the gel/membrane. Therefore, after electrophoretic separation, the high-molecular-weight and low-molecular-weight regions were separated and transferred under conditions optimized for the respective protein sizes. As a result, the upper and lower blot regions correspond to different PVDF membrane portions, rather than a single continuous membrane image.
In particular, BAX is a low-molecular-weight protein and required further optimization of the transfer conditions. During the early experiments, we tested different transfer voltages/currents and transfer durations, but the BAX signal was weak or not reliably detected, most likely because the transfer condition was not optimal for this small protein. A clear and usable BAX band was obtained only in the third experimental set, corresponding to the CoCl2-Control 24 h and CoCl2 + Alda-1 48 h groups. Therefore, the BAX blot shown in the submitted figure was derived from this optimized experiment, and the corresponding uncropped PVDF membrane image has been provided in the supplementary file.
We have also provided the cropped and assembled Western blot panels together with the uncropped PVDF membrane images, so that the relationship between the presented panels and the original blot images can be clearly checked.
Regarding the declaration section, we have added the required statement to the manuscript: “Ethics, Consent to Participate, and Consent to Publish declarations: not applicable.”
Thank you for your consideration.
Sincerely,
Weiming Yan
