
Supplementary Data S1
Nucleotide sequence (640 bp) obtained from leaf tissue of laboratory sample ZW202505-36 and used in the external sequence-based identification of Datura stramonium.
GTTTAACACTTAGGGAGCCGCGCGTGGCGGGGTGCTTCGGCCCTCCTCCGTGCGTCTCCCTCCCGTCCCCGGCACGCGCT
CGTGTGCGTGTCTGGTGATTAACGAACCCCGGCGCGAAAAGCGCCAAGGAATACTTAATTGATAGCCTGCCTCTCGCGCC
CCGTCCGCGGTGCGCGCGGGAGGGCCTGTGCTTCTTTTTAAACAAAAACGACTCTCGGCAACGGATATCTCGGCTCTCGC
ATCGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGT
TGCGCCCAAAGCCATTAGGCCGAGGGCACGTCTGCCTGGGCGTCACGCATCGCGTCGCCCCCGCACTCCGCGCCCAAAAT
CTTGGCCGCGGTTGTGTCGTGGGACGGATATTGGCCTCCCGTGAGCCCCCGAGCCCGCGGCTGGCCTAAATGCGAGTCCA
CGTCGACGGACGTCACGGCAAGTGGTGGTTGGAACTCAACTCTCGTAATGTCGTGGCTACAGCCCGTCGCTCGTTTGTGC
TCCTAGACCCTTCACGCGCTTAGGCGCTCCGACCGCGACCCCAGGTCAGGCGGGATTACCCGCTGAGTTTAAGCATATCA
No public nucleotide-database accession number, documented BLAST output, or independent phylogenetic analysis was available for this incident-derived sequence.

Supplementary Table S1. Protein structures and grid-box parameters used for molecular docking
	Parameter
	EGFR
	PIK3CA
	SRC
	STAT3
	AKT1

	PDB ID
	1M14
	4TV3
	1A08
	6NUQ
	5WBL

	Center X
	-1.842
	-5.600
	-3.028
	-2.349
	-4.251

	Center Y
	1.416
	1.475
	2.064
	-1.982
	1.981

	Center Z
	0.874
	-2.419
	-0.775
	-3.904
	6.614

	Size X
	40
	40
	40
	40
	60

	Size Y
	40
	40
	40
	40
	60

	Size Z
	40
	40
	40
	40
	60

	Spacing
	0.375
	0.375
	0.375
	0.375
	0.375
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