

[bookmark: _GoBack]Figure S1. DNA methylation levels at 4 CpG sites in MT-RNR1 and 2 CpG sites in MT-CO1 detected with pyrosequencing in normal mucosa (n=3) and adenoma (n=4) patient samples. Mean ± SEM displayed. N, normal mucosa; A, adenoma. No error bars indicates identical measurement in samples.
image1.emf
S

i

t

e

 

1

 

N

S

i

t

e

 

1

 

A

S

i

t

e

 

2

 

N

S

i

t

e

 

2

 

A

S

i

t

e

 

3

 

N

S

i

t

e

 

3

 

A

S

i

t

e

 

4

 

N

S

i

t

e

 

4

 

A

S

i

t

e

 

1

 

N

S

i

t

e

 

1

 

A

S

i

t

e

 

2

 

N

S

i

t

e

 

2

 

A

0

2

4

6

%

 

M

e

t

h

y

l

a

t

i

o

n

MT-RNR-1

MT-CO1

*



