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Supplementary Figure 1. Overexpression of LINCO01559 promotes LUAD metastasis. (A-E)
Overexpression of LINC01559 (A) promoted migration and invasion (B, C) and wound healing (D, E) of
A549 and H1299 cells. The numbers of migrated and invasive cells were quantitated using the ImageJ
software. Scale bars, 200 um (wound healing assay) and 200 um (cell migration and invasion assay). Data
are mean £ s.d.; n = 3 independent experiments, one-way ANOVA followed by Tukey’s multiple
comparisons test. (F) ShRNA knockdown of LINCO01559 inhibited migration and invasion of A549 cells.
Data are mean + s.d.; n = 3 independent experiments, one-way ANOVA followed by Tukey’s multiple
comparisons test. (G) The lungs of NOD/SCID mice that received tail wvein injection of
A549.shLINC01559 cells were lighter than those that received tail vein injection injection of A549.sh-ctrl
cells. n=6; Two-tailed Student’s t-test.
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