Supplementary materials

S-Table 1. Abbreviations of cancer types in TCGA
	Abbreviations
	Full names

	ACC
	Adrenocortical carcinoma

	BLCA
	Bladder Urothelial Carcinoma

	BRCA
	Breast invasive carcinoma

	CESC
	Cervical squamous cell carcinoma and endocervical adenocarcinoma

	CHOL
	Cholangio carcinoma

	COAD
	Colon adenocarcinoma

	DLBC
	Lymphoid Neoplasm Diffuse Large B-cell Lymphoma

	ESCA
	Esophageal carcinoma

	GBM
	Glioblastoma multiforme

	HNSC
	Head and Neck squamous cell carcinoma

	KICH
	Kidney Chromophobe

	KIRC
	Kidney renal clear cell carcinoma

	KIRP
	Kidney renal papillary cell carcinoma

	LAML
	Acute Myeloid Leukemia

	LGG
	Brain Lower Grade Glioma

	LIHC
	Liver hepatocellular carcinoma

	LUAD
	Lung adenocarcinoma

	LUSC
	Lung squamous cell carcinoma

	MESO
	Mesothelioma

	OV
	Ovarian serous cystadenocarcinoma

	PAAD
	Pancreatic adenocarcinoma

	PCPG
	Pheochromocytoma and Paraganglioma

	PRAD
	Prostate adenocarcinoma

	READ
	Rectum adenocarcinoma

	SARC
	Sarcoma

	SKCM
	[bookmark: _Hlk112666079]Skin Cutaneous Melanoma

	STAD
	Stomach adenocarcinoma

	TGCT
	Testicular Germ Cell Tumors

	THCA
	Thyroid carcinoma

	THYM
	Thymoma

	UCEC
	Uterine Corpus Endometrial Carcinoma

	UCS
	Uterine Carcinosarcoma

	UVM
	Uveal Melanoma



S-Table 2. The top 20 most significantly survival-associated VGSC genes-cancer pair in TCGA.
	Gene-cancer
	Average expression Log2(TPM+1)
	Fold change (compared to normal)
	Hazard ratio (HR)
	HR(p-value)
	N
	Studied previously?

	SCN3A-LGG
	3.77
	1.66
	0.47
	5.60E-05
	523
	No

	SCN3B-LGG
	3.95
	1.05
	0.48
	9.79E-05
	523
	No

	SCN4B-KIRC
	0.29
	1.85
	0.56
	0.000209503
	531
	No

	SCN4A-KIRC
	1.12
	2.09
	0.56
	0.000221016
	531
	No

	SCN4B-UVM
	0.04
	/
	7.21
	0.000351531
	79
	No

	SCN1B-UVM
	3.00
	/
	6.71
	0.000608547
	79
	No

	SCN4B-BLCA
	0.06
	0.40
	1.69
	0.000637795
	407
	No

	SCN8A-UCEC
	0.30
	0.63
	2.05
	0.001008804
	181
	No

	SCN1A-KIRC
	0.29
	2.19
	1.67
	0.001050019
	531
	No

	SCN1A-ACC
	0.08
	0.79
	3.90
	0.001442089
	77
	No

	SCN3A-SKCM
	0.13
	0.49
	0.65
	0.001614292
	469
	No

	SCN2B-LIHC
	0.02
	1.07
	1.72
	0.002297472
	371
	No

	SCN8A-MESO
	0.96
	/
	2.07
	0.002656488
	88
	No

	SCN2A-UCEC
	0.23
	0.38
	1.91
	0.002999269
	181
	No

	SCN1B-PAAD
	3.26
	1.21
	0.54
	0.003865157
	179
	Yes

	SCN9A-GBM
	0.55
	0.79
	1.71
	0.004753415
	166
	No

	SCN4A-UCEC
	0.13
	0.58
	1.86
	0.004804497
	181
	No

	SCN4B-OV
	0.07
	1.38
	1.45
	0.005168884
	427
	No

	SCN3B-BLCA
	0.16
	0.25
	1.52
	0.006349437
	407
	No

	SCN11A-PAAD
	0.10
	1.28
	0.56
	0.006586887
	179
	Yes
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S-Figure 1. Counts of the research papers on VGSCs in cancers in PubMed by year.
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S-Figure 2. Single nucleotide variant (SNV) of VGSC in cancers. A. SNV percentage heatmap of VGSC in cancers. The heatmap summarizes the frequency of deleterious mutations, the number in the heatmap shows the exact number of mutation cases in cancer. The total cancer case number (n) was provided on top of the heatmap. The color represents the frequency calculated by the n/number of mutation cases. The genes and cancer types were displayed following the order of frequency. B. An overview of the SNV classes of the VGSC genes in cancers. C. Overall survival association of VGSC in cancers. The overall survival difference between mutant (deleterious) and wild type was compared.
[image: A graph of data on a grid

Description automatically generated with medium confidence]
[image: A screenshot of a graph

Description automatically generated]
[image: A screenshot of a graph

Description automatically generated]
S-Figure 3. Expression of VGSC in tumour and normal tissues. TCGA and GTEx data were compared. T-test p-value *<0.05, **<0.01,***<0.001.
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S-Figure 4. Expression of VGSC in tumour and normal tissues. TCGA and TCGA paired normal sample data were compared. Paired T-test p-value *<0.05, **<0.01,***<0.001. ns: not significant.
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[bookmark: _Hlk130894929]S-Figure 5. Protein expression of VGSC in tumor and normal tissues. Representative images of protein staining were shown. The Images were accessed from the Human Protein Atlas (HPA). 
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[bookmark: _Hlk130896247]S-Figure 6. Copy number variant (CNV) profile of VGSC in cancers. A. CNV proportion pie plot showing the constitution of the Heterozygous (hete)/Homozygous (homo) CNV of VGSC in cancers. B. Bubble plot showing the percentage of heterozygous CNV, including heterozygous amplification and deletion of each gene in each cancer. C. Bubble plot showing the percentage of homozygous CNV, including heterozygous amplification and deletion of each gene in each cancer.
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S-Figure 7. Potential expression regulation of VGSC by Copy Number Variation (CNV) and methylation in cancers. A. The correlations between CNV and mRNA expression of VGSC genes in cancers. Integrated CNV status was used in the calculation where “-2” represents a homozygous deletion, “-1” represents a heterozygous deletion, “0” represents diploid, “1” represents a heterozygous amplification, and “2” represents a homozygous amplification.  B. The correlations between methylation and mRNA expression of VGSC genes in cancers. There are multiple methylation sites in the region of a gene and the most negatively correlated site were used to calculate the correlation. FDR: False Discovery Rate.
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[bookmark: _Hlk130745343]S-Figure 8. A miRNA regulation network of VGSC in cancers. The regulation relationship of miRNA-gene was collected from experimentally verified data (papers, TarBase, miRTarBase, mir2disease) and predicted data (targetscan and miRanda). miRNA transcript expression data were collected from TCGA. The expression of miRNA or mRNA was merged by TCGA barcode and Person's correlation between paired mRNA and miRNA expression was calculated. P-value was adjusted by FDR and genes with FDR<=0.05 and R<0 were plotted in the network using R packages visNetwork. Nodes in this network represent miRNAs and genes, with edges signifying the regulation of miRNA to gene. Node size is directly proportional to the node's degree, while edge width is determined by the absolute value of the correlation coefficient between miRNA and mRNA expression.
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[bookmark: _Hlk131094637]S-Figure 9. Clinical association of VGSC in cancers. Survival association, immune subtype association, and molecular subtype association of VGSC in cancers were analyzed. The subtype association of SCN10A was not available in the database. For each subfigure: Left panel: Survival association of VGSC in cancers. The survival of patients of high and low expression (separated by median) in the cancer was compared. Right top panel: immune subtype association, the p-values were plotted. Right below panel: molecular subtype association, the p-values were plotted. The immune subtype association and molecular subtype association of VGSC in cancers were analyzed using the TISIDB web portal.
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[bookmark: _Hlk131101177]S-Figure 10. Survival association of SCN5A in breast cancer. A. survival data of TCGA. B. Survival data of GEO data integrated by Kaplan-Meier Plotter. C. Relationship of overall survival, progress-free interval, and post-progression survival.

image6.png
T 5 T T Ts Ts
EQ EQ EQ EQ EQ
EE EE EE EE EE
22 22 22 22 22
E— | o@oo HEE o@oo H= 1 o@oo e o@oo T2 o@oo
It \ e, —t 3 ——/ ta, It
% % % % %
st by H{S by H= 4 &y AN by oS vo¢
54 54 54 54 4
eir o = o N o i (XS g ————2M o
<s <s <s <s o
\l % NI Vi /% It 4
O.*% O.*% O.*% O.*% 0.%6
To&@ \4.0@?@ i .o@ve /N.o@ve . .o&@
it o e o, s LA 0 LA o
3 3 3 3 ey
T | Ov@ o[ Ov@ o[ Ov@ i —Ar Ov@ i[ L |- oy,
<~ <~ <~ 4 &\0\
dlfe, [ —————— 9, [ 9, o b, EEN %,
<~ 4 <~ <~
Rl % ax % g — N %y g~ %y g~ Fo
L4 L4 L4 4 4
Ll | e S o BN TSN oy
> > > > >
HE— g X% N o Tl o, == o Hammma S (X8
2> 2> 2> 2> 2>
[V o@» oS+ o@» T o@» He (3 o@» Y} o@V
- %, Haa——— ; %, HE=—"" g %, He=" 4 %, o=} %,
HA IS i — Higmm——"" 4 Hammass o |
[y O@Nv [ O@Nv il O@Nv il O@Nv e[ Oan
IS <l == |
[ \xomv [ \xo@
oIt o o ===t
[1 B, [ B,
AR & S by e
> >
QIS OVO | QVO H " g8 QVO H=" {3 QVO N OVO
o} v} O O =
Al %, TN ER Y IR T &
] ] ] (] p) o
el o 7 74 N | AN LA o
i) i) i) i) )
e —— |} &, i —| voe HE—— g5 &e - voe =3 @&v
4 4 4 4
e & T\A 4 A 4, LM & LSS
———— ® . % % % — %
5 + © « « o + ® « +« o 5 ¢ ® « « o © = ~ o ~ o o - o
(1+INd 1) 07 (1+INd 1) %07 (1+INd 1) %07 (1+INd1) 07 (1+INd1) %07
s[oAd)| uolssaldxa ay| s[oAd)| uolssaldxa ay | s[oAd)| uolssaldxa ay | s[oAs)| uolssaldxa ay | s[oAd)| uolssaldxa ay |

VINOS VINOS VENDS V¥NOS VSNOS




image7.png
Zr- Zr- Zr ZF-
LS TN LA, I
~ b4, s It /b4
.‘Mv Am\ %,
| g L et s A by
4 ¥ £
TSN o o = dAr o, QAL o
& & <o
It %, % R I+ \VOL‘% Ik @O.v%
Aty L Iy 1oy,
o~y + ov,v% [ === gAr ov,va‘ st %,
4
a4 SRR o, [ EA Y LA o,
4 o} >
o) | A I EEE— it
N4
I\ Fo g X e o a—7ta,
4
=gyl - %, o= <DAF oeeV He® (& oe\VQ
2 7
TS, | A e Tr o, ‘o,
o o4
(AN TS eir o L
TS g NP, LMo,
T o | Te——_ TN oy, e
| 5, T T, L5,
Sy | %, LN
% o) L %
B a4 Ay AL
orglL >
LTSN o gy ol ovo0 LA
0 orfl O
By A Al b Alr
LS Y e RN et oao
% Al N
EE il %, Ha— % il - by
oL (4
eSS v@»@ ¢ EEEEEEEE nE_ va@ | § v.uv%
(1+Nd1) %07 (L+Wd ) 60 (1+d) %o (1+nd1) %o
s|oA9)] uoissaldxa ay | s|oA9)| Uoissaidxa ay | S|oA9] Uolssaudxa ay | s[oAd)| uoissaldxa ay |
VOINDS VTINOS

V8NJS

V6NOS




image8.png
ZF ZrF ZrF ZF

H " o =T 0y
7 —~ 4,
i D im—

54

=4 [T o,

&

I T %,
Y. — . ta,
& &

A =B i == sSLA =" [
S X R

H—=. "\ %%, HENS— g %, HE> ", ¢ HE” - 4| =
4 <~ <~

N M |E T L, [T T—— L=< &,
4 <~ 4

N/ M %, A< F %y ee = %,
s [ — | o
o4

HE=Y g i ——— | %,
>

-y His 4 %,

a4 =" — g ] %,

E - 4 T————C o&v

Ho ~4 QB - &@

i 4= %,
%

g A I 2 Nde
%
i [ %,
0
N LA %,
(v
o B
(v}
HB" g [ c— &,
4
=4 i ——7 &V
r T r r T T T T T T
(1+INdL) 07 (1+NdL) %607 (1+NdL) %07 (1+NdL) %07
S|oAd| Uolssaldxa ay | S[oA3] Uoissaudxa ay | S[oA3] Uoissaldxa ay ] S|oAd| uolssaidxa ay |
9INDS gTNIS 9ENDS vNIS




image9.png
caBozaser
e spe
oo 57
et
et 345
T oo
Candiar s sanve st
sty wgane
ety e fsnigincy
caBozzssl
e sge 4
caBOZ25ST o 135000,
Femse sge 27 st 105
)
Normal s HOS - Patenta 2420
pasenta 2004 T o5
“Squamous st i
Lok e
ures Notsces sy vz
s e oo et

ey e
foer]
o B
s, i,
i, E
e
s L
rerses odere [y
B .
ey Cropues e
o i
e, 390 6 e 29e 72
W, el
e R
o
g

G e

[tened
i O3

s
anuar e

st ot

Wyoepithelalcals

caBo1sar
Fomai 30035

Ensomanun 131000

ol s 10S 04

ol endormeal
Sroma

v, Crememes
Gt cots

caBot3eTy
s sge 51
st 7700
.

cagoteTs
Femae 30030
o100,
o e NS 0
Putinia 312

Clancur s

Py

mecsty Moderate ey Moderate Squamous epithesal
|cuarsty. 798 s =
o Graeme et -
o
oo
camotsers
HPAD17293 Make age 21
ey

Faent i 005

HPADAT203

“Gancuar s

ey sorg

Femai 3070
o100

Homslasua 08 0
oiee)
vt s

cAB0ITS
s 23072

[somach ope 2350
Nomal ez 108 11

el

CAB0iOTS
Femse aoe 25
o

P 1910

.
e

T o

Grpsamer

e

s, sge 5
e vice 700 | o
aderocctoms 1o
eSSy
ol OS -
)
Fatanta 516

caBo1367

o (1771001

[ st

Tomor ol

e
peed

O3 (atres)

[ Tomercess |

Grepmmes





image10.png
>

CNV percentage in each cancer
B EEEEE NN
0000690000000 ¢
0000690000000 ¢
0000690000000 ¢
0000000900000 ¢
0000000000000¢
0000000000000 ¢
l“"lli“ '1'
l“‘.‘li“ '1'
9990099990¢ »0¢
9990099090¢ X Y.
DOOECE6GH9900000OC
.“‘(‘l‘.‘ ‘l.
C006000000000¢C

B. Heterozygous CNV in each cancer

Hetezygous amplification

P Y N Y Yy yryryyrxrym
P Y Y Y XY I XYY Yy yxyxynms

R

Y X X Y Y XYY XYY Y ™

Y Y.

-] - ] THYM

T Y YT Ty Y Y Y=
-’p\\\\e‘eeqqqm

rFYYYy I m
D

-

-

WYY Y Y Y ™
ececcccececee.-
‘\“\‘\”"‘\sxm

‘¥ X )

B et Amp. [ Hete. Del.
Il Homo.Amp. [l Homo. Del

Hetezygous deletion

0000000000000000000000c00 00 ¢

ecc0e 0c000e o

C. Homozygous CNV in each cancer
Homozygous amplification

Cancer type

L o o
SO USRS S ISR N SR S S R E S st B S

Homozygous deletion

SCN1B{@@)e@-000ec 00@000cce Qo oo
SCN4A{@ e @c000e o
SCN3B1@@®@@®ece ee¢ o c0ce® o X X .
SCNdB{@ @@ e ee oo 0cco0cobee o o
SCN2B{@@@ece oo ° e

3 SCNi1A{@e oo

.

.
. .
. .
. .
° o .
. .
. .
° .

.

SCNEA{0 0 0@ ©c0ecsecsesesse

. o oo
oo o
0000c0000@c00000
©000:00000c00000

. .o
.

.

Cancer type

RNy R

z
El
3

600000006
600000006
600000006
000000000~
000000000~
000000000~
"Cll‘l‘lscm
XL LI LI L
XL LI L
00909090 9=~
000000 OO B
00999096 O
00009090

CNV (%)
.1
@ 4
@ =

SCNA type
* Deletion
*  Amplification

CNV (%)
e 1
@ 13
@

SCNA type
© Deletion
«  Amplification




image11.png
A.

SCN11A
SCN3B
SCN1B
SCN8A
SCN5A
SCN4B
SCN9A
SCN2B
SCN3A
SCN2A

SCN10A
SCN1A
SCN4A

Symbol

B.

SCN11A:
SCNB3A!
SCN1A
SCN2A!

SCN10A!
SCN4A

SCNSA

Symbol

SCN1B

SCNOYA!

SCN3B

SCN2B

SCN4B

SCNBA!

o o 0000000000
o oo oo 000000
o 0000000 o Q000
o e} o 000000020
o o o (¢] oco0-QO0
o o) o (@]
oo 0°0 (@]
o o 000 o
o o o oo o
o 000 o (e} o
oo o o
oo oo oo
O O [©] o o o
O S O SRR o o
B R O S A MO RO A A
Cancer type
Correlation between methylation and mRNA expression
o 0 00 O0O0 o o o O o o
oo o o oo 0@ -0
o o [} o o
00Q0o0o0oo0o0 00O 0 o0 o o o o
o o o o
00o0o0 00000 o o oo o o o o o o
o0 o0o oo o o oo (o] 0 o0 o 0o0o o0 o
Qo 0oo0oo00oO0 000 oo 000000 GC0O0O0G®O0OO
(3¢ 000000000000 0CO0CO0OO o oo oo . o o
ocQoQoo 00000000000 O0O o000 o0 o000
Q00000000000 0000000 0000000« O
Q0000000000000 0000 0000000000000
00@000Q00000000000NDO000000000000O0O0
0 O O O
Q}&o PPARIN Y 2% R ‘i\)\& QG OCN o (SIAC \5\\@90 c;b\:;v 2 5\@“‘ < o&e @0‘?‘ & Qy

Correlations of CNV with mRNA expression

Cancer type

-Log10(FDR)
° 1

O 0.05

O o.01

O 0.001
O <=0.0001

Spearman cor.
. 1
0

u,

FDR

0 <=0.05
>0.05

Spearman cor.
L)
",

FDR

0 <=0.05
>0.05

FDR

o 0.05

o 001

O 0.001

O <=0.0001




image12.png
hsa-mRP116-Ssa mff 340.5p

hsamiR-3ga 1sgMiR-3145-3p.

e

hsamiR3175

hsamif28.5p

hsamR-31e8

hsa 1R S3ka R 556.3p
Ross

hsa.miR-708.5p hsamiR211-5p.

hsamiR3130

hsa iR AERR 5135

42 MR-570-3p
hsa.mR3133
hsa.miR31213p

1sa-miR 423

- _ hsamiR513a3p

¢ MR
hsamR 314459 8 N
" ~ = R-320 500 e miR-3130.5
; 2 hse-miR-548k
JemR$12%

o R FABR 150

RamR 643
hsamiR-192.5p

Ry ) \ hsa-miR2000

RMHT

iR 4500-3p
hsamiR615.5p hsa-miR200c-3p
1308.3p hsamiR429

hsamiR-148a3p

nsamR-1323 TS mR4803
sa.miR.54835p 2 mR 2115
hsa miR-4505.5 iR
sa.miR-1812-5p e mRSTT
hsa.miR.181
hsa-miR-296-5p 1b-5Msa-miR-513c-5p. -

hsamR-A97-3p

hsamiR3115

hsamiR-143.3p

hsa.miR-548b-5p




image13.png
SCN1A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI)

Acc 00014 3.89553(1.687618.99211) —_——
"
sl
o

BLCA 04448 1.12189(0.8353,1.5068)
BRCA 00097 1.53062(1.10867.2.11314)

CESC 03112 1.2708(0.79922,2.02064)

CHOL 00922 042039(0.15332,1.15266) W=

COAD 02107 1.29127(0.8653,1.92692) -
DLBC 06525  071803(0.169833.03574)  +H—
ESCA 04466 082523(0.5032: )

GBM 02814 0.82055(0.57255,1.17597)

HNSC 05784 0.92685(0.70902.1.2116)

KICH 05454 0.65183(0.16279.2.61004)  H—t
KIRC 00011 1.66671(1.22788,2.26236) Lal
KIRP 00948 1.6734(0914673.06151) ——
LAML 07897  10SS940.69516,1.61307) W4

LGG 00433 0.69169(0.48379,098893)  #

LIHC 06976 1.07093(0.75793,1.51319)

LUAD 00550  0.7487(0.55712.1.00616) {
LUSC 03769 112984(0.86185,1.48116)

MESO 0.1246 1.44645(0.9031,2.31669) -—
ov 05721 092823(0.71687.1.2019)

PAAD 05512 113197(0.75297,1.70173) I~4
PCPG. 06133 0.67898(0.15127,3.04758) gt
PRAD 01762 0.39003(0.09968,1.52606) W=t
READ 04147  L3%0IS0.6299130681)  +é—i

THCA 02724 1.76286(0.64053.4.85169)

SARC 07798 094531(0.63727,1.40223)
SKCM 03822 112729(086163.1.47484)
STAD 02476 121289(0.87444,1.68233)
e————1
THYM 00799 0.24018(0.04867,1.18523)  #—
W

UCEC 0.6791  0.91674(0.60728,1.38391)

ucs 03850 1.34507(0.68908,262553) b=t
UVM 01166 1.99099(0.84245,4.70533) ——
T T T T T T T
004867 34567809
Hazard Ratio

SCN1A pan-cancer immune subtype difference

Kruskal-Wallis Test (-log10py)
10

®

o

IS

o

-
Cd

SRS TORS, Q*LQ 0 O P& &
B S SR ARSI Eer WHLREK o“*“

SCN1A pan-cancer molecular subtype dlfference

Kruskal-Wal
18

lis Test (-1og10pv)

o w o © I~ &




image14.png
SCN2A pan-cancer immune subtype difference

Kruskal-Wallis Test (-1og10pv)

SCN2A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI)
Acc 08900 1.05439(0.4979223285)
BLCA 03511 LISHGO85629.1.54758) 8
BRCA 09041  10198(0.74144,1.40265)
CESC 00444 161963(101211259182)
CHOL 04165 147237(0.579083.74367) 6
COAD 03861  1IS888(0:80395.175811)
DLBC 02195  2.50911(0.57787,10.89446)
ESCA 03238 077878(047393,1.27971) 4
GBM 04985 113437(0.78738,1.63428)
INSC 00406 132276(10121,172877)
KICH 06706 133127035614.4.97634) 2
KIRC 00150 1.45101(1.07486.1.9588) o
KIRP 0.0331 1.94342(1.05466,3.58114) ——
LAML 01648 13S108837206541) ¥t N |
LGG 0.092: 0.73738(051719,1.0513) %%
2
HHE e prmosamLO SCN2A pan-cancer molecular subtype difference
LUAD 00072 0.66504(0.49401.0.89528) Keuskal Walls Test (-og 10p)
LUSC 00654 0.77488(0.59074,1.01642) 2
MESO 07463 092537(0.57842,1.48043)
ov 08332 102816(0.79398.1.33142)
PAAD 00325 063764(042217.0.96307) 20
PCPG 08148 083266(0.179933.85322)
PRAD 02715 2.14527(0.55031.8.36286)
READ 00254  038106(0.16349.0.88816) 15
SARC 03482 120925081307,1.79848)
SKCM 02447 085214(0.65079.1.1158)
STAD 01649 126309(0.90844,1.75619) 10
TOCT 04782 043593(0.04395.4.3242)
THCA 04565 1.45636(0.54143391742)
THYM 09099 LOS021(0.283714.11276) 5
UCEC 0.0030 1.90517(1.2447.2.9161) o
ucs 06275 084101041787,1.69261) I
o o isssmasmesenn o W _ -1 —
L e e e e | vé’%@‘?&‘é’@a&“g"&@bV&@ .,d".,é’é",@f;vy

00439523 4 567 8 91011
Hazard Ratio




image15.png
SCN3A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI)

Acc 04962 129442(06155227221)
BLCA 03826 1.14054(0.84898,1.53224)
BRCA 00841 075517(054912,1.03853)
CESC 05488 115218(072511,1.83079)

CHOL 09834 101065(0371422.75006)
COAD 00203 061886(041267,0.92809)
DLBC 02261 246942(057129,10.67421)
ESCA 01753 0.71069(043371,1.16457)
GBM 04930 088207(0.61618,1.26269)

HNSC 00676 0.77894(0.5959,1.01821)

KICH 06126 140519(0.376635.24271) bt
KIRC 00213 1.42284(1.05377,1.92117) e

KIRP 00213 208322(1.11556,3.89024) ——
LAML 04363 084584(0.55492,128927)

LGG 00001 047156(0.32713,0.67976) @

LIHC 00112 0.63469(0.44667,0.90156)

LUAD 06204  092927(0.69514,124227)
LUSC 05263 109181(083206,1.43263)

MESO 00818 1.52922(0.94784.2.4672) —

ov 03275 113816(0.87844,1.47467)
PAAD 00222 061689(0.40777,0.93327)
PCPG 09236 108146(021824,5.35918)
PRAD 03386 188111051564,686254) et

READ 02883 0.60878(0.24359,152147) et
SARC 05853 0.89591(0.60366,1.32964)
SKCM 00016 0.64526(0.49144,0.84722)
STAD 01754 125484(090362,1.74256)
THCA 09190 094983(0.352012.56295)

THYM 00547 020756(0.04173,1.03246)

UCEC 00127 1.39949(0.92384,2.12004)
ucs 05756 1.21074(0.61988.2.3648)
UVM 00092 3.14082(1.3269,7.43443)

SCN3A pan-cancer immune subtype difference
Kruskal-Wallis Test (-log10pv)
25

20

RS

> N
SCN3A pan-cancer molecular subtype difference

Kruskal-Wallis Test (-log10pv)
35

2

20





image16.png
SCN4A pan-cancer immune subtype difference
SCN4A pan-cancer overall survival  «useweis es cosiop

Cancer  Pvalue  Hazard Ratio(95% C1) 304
Acc 03374 L4S1I90.678143.10545) ——
BLCA 00435 1.35734(1.00898,1.82596) el
BRCA 05738 0.91219(0.66: 5647) Ll *
CESC 03600 1.24301(0.78016,1.98045) e
CHOL 06514 1.24325(0.48347,3.19705) —_—— 204
coap 634(0.85079,1.8552) =
DLBC 01385 0.28886(0.05586,1.49385)  Mp—t
ESCA 03772 0S00890489261311)  Het 159
GBM 03625 118362(0.82343,1.70137) ot
HNSC 01240 1.23739(0.94328,1.62319) Al 10
KICH 07642 081767(0.219473.04642) bt
KIRC 00002 05629041496076359) 4
KIRP 00241 203751(1.09754,3.7825) —_— 54
LAML 00867  144958(0.94794.2.21668) - — I I I
LGG 01134 1.33302(093387.1.90278) H— . . l .l 0001 aul I I Bon I _m
LIHC 00176 0.65618(0.46346,0.92905) " v 07 O @éeg& ‘}1\@» \\Qs@%&&o O:\?‘% d‘: @2 02 v‘i@t} &Q&; SES
LUAD 02508 084320(0.63044,1.12802) 1 SCI\f4A pa n-cancer molecular subtype difference
wse 02620 Kruskal-Walls Test (-1og10py)
MESO 01014 14973(0.923732.426%9) — o
ov 04340 1.10898(0.85583,1.43701) w4
PAAD 00190 0.61103(0.40479,0.92236) Ll 2
PCPG 07004 0.7446(0.165773.34454) —
PRAD 08264 0862810023082, —_——
READ 04348 —— 2
SARC 0.1175  0.72901(0.49074,1.08298) -
SKCM 00085 1.4477(1.09923.1.90664) el 15
STAD 00274 1.45156(1.04244,2.02124) e
TGCT 08134 0.78444(0.10448,5.88965)  b—p————y
THCA 07521 085268(0.317222.29202)  b——dt 10
THYM 01715 033321(0.06895,1.61026)  Hp———
UCEC 00048  18STS6(1.207912.85754) —_— s
ues 09259 1L0N7105239203568)  b—4—rt
UvM 00370 2.54582(1.05782.6.12695) S e——
T - [ |

0055861 2 3 4 5 6
Hazard Ratio

o &
R &

& S O &
RS q«z&q@"o“




image17.png
SCN5A pan-cancer immune subtype difference

Kruskal-Wallis Test (-log10py)

SCNS5A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI)
Acc 01947 1.64397(0.77555,3.48481) ——
BLCA 01909 0.82021(0.60944,1.10388) 1”2
BRCA 00250  0.69275(0.502560.95491)
CESC 06658  1.10735(0.69714,1.75891)
CHOL 07711 L14§64045157292173) 9
COAD 08625 0.96621(0.65484,142564)
DLBC 04889  0.60244(0.14341.2.53073)  +—t
ESCA 09320 10215(0.62652,1.66547) 6
HNSC 00397 132469(10133.1.73177) et
KICH 02379 230523(0.57588922781) 3
KIRC 02585 11S682(0.88176,1.59741)
KIRP 05955 117386(0.64949.2.12158) ~r—< I II I
LAML 00681  148388(0.97106,2.26752) — 0m -l - | 1] II -Am I II
W6 o Lmseowie  ted PR CEE SR U Raess
LIHC 07185 1.06638(0.75184,1.51253) s((‘_ A an (&ancer molecular subtyp difference
LUAD 04127 L1292(0:84431,1.51023) ";smw‘“ " esmgg Y
LUSC 0969  LOOS27(076722.13172)
MESO 0725 LOSTIS(0.68173,1.73374)
ov 07141 1.04943(0.81068,135848)
PAAD 03489 121599(0.80763,1.83082) 30
PCPG 08806 0.8894(0.19278.4.10336)
PRAD 04450  0.58399(0.14689.2.32181)
READ 00171 0.52492(0.23441117547)
SARC 00171 L6312(1.09117.2.43849) 20
SKCM 04119 111974(0.85467.1.46701)
STAD 04766 112701(0.81086.1.56644)
THCA 02954  0.58238(021157.1.60315)
THYM 02238 0.37466(0.07704,182199) 0
UCEC 04855 LISTI7(0.76711,1.74737)
ues 03813 0.73188(0.36386.1.47211)
uvm 05081 0.755(032843,1.73563)
L e e o o e S Aqbo-o‘}—cc
007704 2 3 45 67 8 9 CEFTETL &

Hazard Ratio




image18.png
SCNB8A pan-cancer overall survival

Hazard Ratio(95% CI)

Cancer  Pvalue
Acc 02397
BLCA 09922
BRCA 0.5254
CESC 04643
CHOL 02338
COAD 02836
DLBC 08285
ESCA 03102
GBM 0.6605
HNSC 0.6671
KICH 08593
KIRC 0.0685
KIRP 02993
LAML 00082
LGG 0.1293
LIHC 02281
LUAD 08022
LUSC 0.3460
MESO 00027
ov 0.0186
PAAD 00154
PCPG 02254
PRAD 0.0618
READ 09717
SARC 05328
SKCM 08174
STAD 0.5635
T6CT 0.6267
THCA 03210
THYM 02644
UCEC 0.0010
ucs 02687
uvM 00118

1.59133(0.73349,3.45245)
100148(0.74512,1.34604)
1.10889(0.80601,1.52559)
0.84131(0.52964,1.3364)
1.78916(0.68667,4.66175)
123773(083817,1.82775)
1.16598(0.29072,4.67639)
1.28773(0.79013,2.09869)
108481(0.7544,1.55993)
0.943(0.72168,1.23219)
112644(0.30198,4.20186)
131975(097916,1.77883)
137145(0.75531,2.49021)
1.78084(1.16066,2.7324)
0.76076(0.53431,1.08318)
123849(0.87467,1.75366)
103779(0.77638,1.38723)
0.87786(0.66953,1.15102)
2.06655(1.28714,3.31792)
136574(1.05361,1.77034)
0.59459(0.39048.0.9054)
276254(0.53435.,14.28219)
37933(0.93624,15.36915)
1.01485(0.449,2.29381)
1.1344(0.76324,1.68605)
0.96866(0.73922,1.26931)
110155(0.7934,1.52938)
0.55106(0.04992,6.08305)
1.67059(0.60628,4.60328)
0.40564(0.08318,1.97825)
2.05081(1.33657.3.14673)
0.6842(0.34924,1.34044)

0.31588(0.12884.0.7744)

}
,f

»-

.

P

e

el
N
—_—
-

—

Lal

004992 345678910

Hazard Ratio

12

14

SCN8A pan-cancer immune subtype difference

Kruskal-Wallis Test (-1og10pv)
8

Kruskal-Wallis Test (-Iog10pv)
2

20

- o =
|
|
|

“n
|
|
]
|
|
]

(%

© I




image19.png
. SCNO9A pan-cancer immune subtype difference
SCN9A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI) Kruskal-Walls Test (-og10pv)
ACC 02121 1.61226(0.7614,3.41391) — "
BLCA 07605 104705(0.77907.1.40721)

BRCA 08320 1.035(0.75322,1.42218)

CESC 04801 LISI4S(0.7437,1.87695) ¢
CHOL 00573 2.63229(0.97024,7.14148) ——

coap LI3757(0.7611.1.68914)

DLBC 04971 060751(0.14418.2.55987) }l

ESCA 00860  0.64926(0.39653,1.06307)

GBM 00048 LT0TSA(LITTS2247636) WA

HNSC 00218 1.36893(1.04674,1.79028)  #0

KICH 01266 3.40592(0.70694,16.40919) ——

KIRC 06306 0.92967(0.69064,1.25143)

KIRP 00096 2.28425(1.22262.4.26773)

LAML 09618 1.01039(0.66203,1.54206)
LGG 00124 1.57964(1.104,2.26019)

LIHC 00744 137231(096925,1.94299)

LUAD 0.5606 0.91741(0.68624,1.22646) .
SCNO9A pan-cancer molecular subtype difference

Kruskal-Wallis Test (-log10pv)

LUSC 04578 1.10819(0.84499,1.45336)

MESO 00653 1.55965(0.97231250179)

.
—
-
ov 06774 1.05636(0.81585,1.36777)
PAAD 03868 0.83426(0.55344,1.25757)
-—
-

2
18
PCPG 07704 0.79975(0.17839,3.58548)
PRAD 04688 1.6208(0.43881,5.98664)
READ 03806 0.69637(0.31012,1.56367) ®
SARC 06933 092366(0.62251,1.37052)
2

SKCM 0069  0.77965(0.59584,1.02018)
STAD 00559 137852(099191,1.91583)
T6CT 03455 033645(0.03499,3.23488)
THCA 01306 239913077138,7.46167) bt

THYM 00842 026408(0.05826,1.19703)

UCEC 00330 1.57472(1.03742,2.3903)
ucs 03715 0.72796(0.36279,1.4607)
uvM 06478 121613(052523,281582)

T T
003499 345678910 12 14 16
Hazard Ratio <

&

®
|
]





image20.png
SCN10A pan-cancer overall survival

Cancer  Pvalue  Hazard Ratio(95% CI)

Acc 01275 195657(0825324.63841)
BLCA 0.1749 1.27184(0.8986,1.8001)
BRCA 0.3366 1.1683(0.85068,1.6045)
CESC 00532 057027(03227,1.00775)

CHOL 07794 1IS732041625321774)

COAD 08582 095638(0.58636,1.5599)

DLBC 08658 113254(026747.4.7954)
ESCA 02427 133963(0.82023,2.18795)
GBM 03866 0.85226(0.59347,1.22389)
HNSC 00773 0.76242(0.56426,1.03017)
KICH 01514 275889(0.68972,11.03558)
KIRC 01388 0.79845(0.59269,1.07564)
KIRP 00837 0.5873(032129,1.07354)
LAML 01302 0.71637(0.46506,1.10348)
LGG 03871 085564(0.60095,1.21826)
LIHC 00606 145202(0.98353,2.14367)

LUAD 01830 0.82066(0.61348,1.0978)

LUSC 05131 091271(0.69415,1.20009)
MESO 06436 1.13224(0.66905,191612)
ov 05982 1.07785(0.81558.1.42446)
PAAD 07651 0.93946(0.6237,1.41506)
PCPG 05082 1.68261(036027,7.85838)
PRAD 07450 0.8103(0228052.87915)

READ 03759 148901(0.61683,3.59441)

SARC 00889 1.40906(094915,2.09152)
SKCM 08331 0.97152(0.7426,127101)
STAD 07928 1.04484(0.75324,1.44932)
THCA 07575 084618(0293122.4427)
THYM 09019 08772(0.10917,7.04813)
UCEC 08612 096231(0.6256,1.48024)
ucs 01659 161708(0819293.19171)
UVM 0.5022 1.3381(0.5715,3.13302)

LIS B e e e e e
01091723 4567891011
Hazard Ratio




image21.png
SCN11A pan-cancer overall survival

Cancer ~ Pvalue * Hazard Ratio(95% CI)

Acc 06489 0.84011(039682,1.77862)
BLCA 00393 0.73143(0.54326,0.98477)
BRCA 07037 0.9398(0.68244,1.20422)

CESC 07091 091519(0.57455,1.4578)

CHOL 05910 0.77057(0.29784,1.99358)

COAD 09830 100426(0.6802.1.48269)

DLBC 09851 098681(0.24507,3.97356)
ESCA 01921 0.72067(0.44053,1.17897)
GBM 07346 093973(0.65604,1.34609)
HNSC 09978 1.00038(0.76625,1.30605)
KICH 04355 0.57584(0.14383,2.30548)
KIRC 03931 0.87872(0.6531,1.1823)
KIRP 00350 050364(026625,0.95272)
LAML 00097  0.56858(0.3706,0.87234)

LGG 00078 061337(042798,0.87906)

LIHC 04539 087661(0.62106,1.23732)
LUAD 02057  0.82723(0.61665,1.10973)
LUSC 0.0696 1.287(0.97996,1.69024)

MESO 0011 0.67616(0.42356,1.07941)

ov 06227 093722(07239,1.21339)
PAAD 00066 0.55954(0.36807.0.85062)
PCPG 04109 049042(0.08977,2.67931)
PRAD 00700 4.17703(0.88554,19.70261)

READ 03719 0.69473(0.3123,1.54547)

SARC 01844 131052(087905,1.95375)

SKCM 00353 0.74975(0.57337.0.98039)

STAD 0.3848 1.1568(0.83293,1.6066)
T6CT 04741 0.43242(0.04356,4.29295)
THCA 05414 136083(0.506233.65811)

THYM 04316 0.57261(0.14268,2.29805)

UCEC 04862 11S8IS(0.7661,1.75084)
ucs 04445 0.76375(0.38278,1.5239)
uvM 00587 0.43935(0.18728,1.03068)

LARERERREREREERRERRR: ]
0043563456789 11 1315 17 19
Hazard Ratio

SCN11A pan-cancer immune subtype difference
Kruskal-Wallis Test (-log10pv)
18

C TP 3O T e R @ (Bl O 31 19, 0 © L © A T O >
GO ST CEEERE SRR

Kruskal-Wallis Test (-1og10pv)
21

o w o © s &
|
|
1
|
|
|
“70.
|
|
|




image22.png
SCN1B pan-cancer overall survival

Cancer ~ Pvalue  Hazard Ratio(95% CI)

Acc 02338 063031(029486,1.34739)

BLCA 00997 128572(095322,1.73421)

BRCA 06751 093386(0.67815,1.28598)

CESC 08190 094741(059639,1.50503)

CHOL 07352 117412004631, 2.9768)

COAD 01704 131446(0.88914,1.94323)

DLBC 08871 1.10612(027485,4.45145)

ESCA 04331 082133(0.50211,1.3435)

GBM 00823 137708(095982,1.97572)

HNSC 0.0703 1.28128(0.9797,1.6757)

KICH 06225 139155(037337,5.18624)

KIRC 00310 0.71735(0.53044,0.97013)

KIRP 00450 0.5366(029194,0.98631)

LAML 01274 0.71941(0.47108,1.09864)

LGG 0.97589(0.68595,1.38839)

LIHC 00789 136917(0.96435,1.94393)

LUAD 01701 122624(0.9163,1.64103)

LUSC 09341 101148(0.77172,1.32573)

MESO 07504 LOT811(0.67832,1.71354)

ov 00560 1.28576(0.99266,1.66539)

PAAD 00039 053593(0351020.81826)

PCPG 08637 087691(0.19584,3.92664)

PRAD 08212 1LI6147(031704,4.25497)

READ 02362 1.63556(0.7247.3.69127)

SARC 00421 0.66294(0.44601,0.98539)

SKCM 04672 0.90491(0.6912,1.18468)

STAD 00146 151692(1.0859,2.11901)

T6CT 04568 239171(0.24058,23.777)

THCA 02628 0.56037(020334,1.54424)

THYM 03843 185388(0.46145,7.44788)

UCEC 01323 1.37308(0.9086,2.07502)

ucs 03370 0.70784(034961,1.43316)

UM 0.0006  6.70628(2.25896,19.90924) —_——

LI e e e |
019584 5 7.5 101251517.52022.5
Hazard Ratio

SCN1B pan-cancer immune subtype difference

Kruskal-Walls Test (-Iog10pv)

15

0

Lw
T

Kruskal-Wallis Test (-log10py)

El

a

El

0

0

0

<
&

&
&

©

&

nl___H0. III
.

¥ L‘l(o
FSEEE

O o
FoLPSS




image23.png
. SCN2B pan-cancer immune subtype difference
SCN2B pan-cancer overall survival  «uswsis e cegion

Cancer  Pvalue  Hazard Ratio(95% CI) “
ACC 03522 0.68412(0.30747,1.52215)
BLCA 0.0384 1.36943(1.01701,1.84396)
BRCA 0.7326 0.94623(0.68912,1.29926) 3
CESC 0.3491 1.24798(0.78488.1.9843)
CHOL 0.0217 0.29766(0.10576,0.83774)
COAD 0.5352 1.13128(0.76601,1.67074)
DLBC 0.9647 0.96905(0.24075,3.90058) 20
ESCA 02783 0.76032(0.46328,1.24782)
GBM 0.2063 1.26145(0.87994,1.80838)
HNSC 09106 1.01546(0.77684,1.32739)
KICH 0.1787 2.59636(0.64632.10.43) 10
KIRC 0905 098725073352,1.3287)
KIRP 0.2208 1.46155(0.79618,2.683)
LAML 0.4245 1.1886(0.7778,1.81638)
LGG 00083 0.614910.42847,088248) o NB Evol::(‘-\}_(‘_l | 1.5_1. 1._1
e o asa2m2w0n ke P EEEESE
LUAD Q0131 DSESOG(0136095) SCN2B pan-cancer molecular subtype difference
LUSC 02505 117231(0.89391,1.53741) Kruskal-Wallis Test (-log10pv)
MESO 07618 1.07437(0.6756,1.70853) 70
ov 0.5003 1.0931(0.84379,1.41608)
PAAD 0.9664 0.99127(0.65895,1.49118) 60
POPG 09058 091180197694 2053%)
BRAD 03563 0.525180.133672063%) “
READ 0.1430 1.85131(0.81208,4.22045)
SARC 0.7591 0.94017(0.63381,1.39463)
SKCM 0.4881 1.10051(0.83951,1.44267) “
STAD 0.0682 1.35876(0.97731,1.8891)
THCA 08195 0.89181(0.33353,2.38454) o
THYM 0.4745 1.6624(0.41286,6.6937)
UCEC 03058 1.24067(0.82112,1.8746) 2
ucs 0.6881 0.86718(0.4324,1.7391)
Uv™m 0.9285 0.96228(0.41537,2.22928) 10
0.I057623J56v7x<)|0 I I .l
o Ratto ué,(yo-vg-a,«z_oeaao-o_o-g-oo
FEFFESFEIITFT 0T EL &




image24.png
SCN3B pan-cancer immune subtype difference

SCN3B pan-cancer overall survival Kiuskal-WalsTst (1090
Cancer  Pvalue  Hazard Ratio(95% CI) 30
Acc 05994 12313057685259M49) et
BLCA 00063 1.51659(1.12455.2.04531) el
BRCA 02787 083954061179,L15208) W s
CESC 0.1809  1.37329(0.86292,2.18552) ——
CHOL 08780  0.92833035674241578)  +—it 2
CoAD 01264 97(0.91694.2.01625) -o—t
DLBC 04107 0.5456(0.128822.31073)  +——rt
ESCA 07604 0.92669(0.56813,1.51155) Lol N
GBM 00733 139321(0.96924,2.0026) —
HNSC 00074 1.44666(1.10399,1.89568) Sl 10,
KICH 07272 1.26375(0.339274.70739) bt
KIRC 0.1429  0.8006(0.59456.1.07803) L
KIRP 00211 2.04756(1.11362,3.76477) —— °
LAML 04732 LIGSSO7654.17786)  He—t I I I
LGG 00001 0.48214(0334020.69594) 4 0(;004’—0:0 ‘!\!::!q Y (..o_AIo 6.0 o.glﬁx Y :!;
LIHC 02053 125147(0.88443.1.77083) -~ T E ST ETE T W F LRSS
LUAD 0068 1LIS0SO084ST3.1.51209 SCN3B pan-cancer molecular subtype difference
Kruskal-Wallis Test (-1og10p)
LUSC 00646 1.29151(0.98464,1.69401) aal 50.
MESO 05332 086194(0.54017,1.37537)
ov 08239 097104(0.74957,1 25795) I
PAAD 00135 05922(0.39077.089747) W a0
PCPG. 07834 0.81028(0.180753.6324) b=t
PRAD 03176 191425(0.5357.6.84020) B
READ 02689 L609270.6923374079) bt 3
SARC 08505 LOSSGHOT00LSI0M) b
SKCM 01523 121678(0.9301.1.59181) —
STAD 0303  LISSSIOSSIOLESNE) b »
TGCT 04315 039735(0.039853.96233)  Hp———t
THCA 05203 1373605109736025) b+t
THYM 04446 o—t o
UCEC 01027 1.41221(0.93294.2.13771) —o—
ucs 05426 120247061774249899)  He—
om e osmeismss ) JA_m_l -
T T v‘yé@@‘?@&@"@" o*q@"qqy j‘,@*,’«v"o&

0039851 2 3 4 5 6 7
Hazard Ratio




image25.png
. SCN4B pan-cancer immune subtype difference
SCN4B pan-cancer overall survival Kuskal-Wals Test (1og10p1)

Cancer  Pvalue  Hazard Ratio(95% CI) 40
Acc 04187 0.73044(034119,1.56381)
BLCA 00006 1.68684(1.24954,227718)
BRCA 09200 1.01643(0.73943,1.39721)
CESC 08111 1.05823(0.66536,1.68306) 30

CHOL 04171 066104(024324,1.79647)

COAD 06297 090811(0.61374,1.34369)

DLBC 03766 0.52172(0.12335.2.20665)
ESCA 07077 1099067117.17992) 2
GEM 08386 0963510.67378,1.37783)
HNSC 03017 0.8682100.66396,1.13529)
KICH 08109 085160.22838.3.17547)
KIRC 00002 0.55875(0.41075.0.76008) 0
KIRP 00908 169087(0.91987.3.10808)
LAML 00201 165666(1.08246.2:53545)
L6G 09544 0.9898(0.69626,1.40708) I I I
LIHC 02756 0.82488(0.58356,1.166) oJl I - I mmmlla n I [ | I - I I _ I
LUAD 02664 O048(0.63403.113418) SO °@%°%§%$’(L\&@g®£&%*\§%&@ °iv§,<5(;®%«??ﬁ:éi«gé‘:\%°:&’o%¢
LUSC  OST01 1LO283(078037.134061) SCN4B pan-cancer molecular subtype difference
MESO 00256 OS8787036877.0.93714) Kruskal-Walli Test (-Iog10pv)
ov 00052 1.44925(1.11737,187971) 1
PAAD 00518 0.66351(0.43883,1.00323)
PCPG 07533 0786020.175183.52687) s0d
PRAD 04550 0.5877(0.14574.2.36996)
READ 01652 1.81377(0.78235,4.20499)  #—t
SARC 00747 0.69719(0.46893,1.03656)
SKCM 0.6989  10SH44(0.80602,1.37944)
STAD 00495 139103(1.0006,1.93368)
TGCT 04726 231905(0.23364,23.01776) -t 1
THCA 07293 0.83975(0312322.25789)
THYM 05393 0.64493(0.15896.2.61663) 20
UCEC 04271 LIS202(0.78232,1.78593)
ues 09565 09812(0.49582,194172)
UVM 00004 7208S5(2.4401221.20508) | bt 109
LI e e e

012335 5 7.5 101251517.52022.5
Hazard Ratio





image26.png
TCGA Over TCGA Disease- TCGA progress-

A. survival specific survival free interval
e e
Zos Zos o He o 208 —+ Hen
3 3 3
506 806 506
& a &
S o4 T 04 go4
3 3 3
@02 1 Survvel @02 @ 0.2 Progress Froo ntenvl
00 i 00 00 0005
Time (years) Time (years)

GEO Post-
B GEO overall GEO progress- progression

survival i :
free interval survival
SCNS5A (207413 _s_at) SCNS5A (207413 _s_at) SCNS5A (207413 _s_at)
-
2 HR = 0.84 (0.68 - 1.03) - HR = 0.8 (0.72 - 0.88) 2 HR = 0.76 (0.6 - 0.97)
logrank P = 0.1 logrank P = 1.1e-05 logrank P = 0.03
@ @ @
2 2 3
20 ze 2o
= o = o = o]
3 tews| 3 H
< « <
23 23 "‘ 23
- i SN
o o o “
S | Expression S | Expression S | Expression M
— low — low — low
o ~—— high o ~—— high i
2 gl 2 gl e : high ‘ ‘
) 50 100 150 200 250 300 ) 50 100 150 200 250 0 50 100 150 200
Time (months) Time (months) Time (months)
GEO Distant
metastasis-free
survival C.
SCNS5A (207413 _s_at)
3 HR = 1.24 (1.05 - 1.48)
logrank P = 0.012
m
o
2o
= o
3
2
|«
c S | E——
Tumour
8 exgresson Start of Death
—
o =l treatment progress
3

0 50 100 150 200 250 300

Time (months)
Number at risk
low 2026 1244 s62 155 23 2
hgh 739 387 118 26 4 o




image1.png
o
4|avﬁ/

v

— .

— .
%

« .

< o~ o 0 o < o~ o
- - —

paAIgNnd ul siaded yaueasad Jo Junod

Year




image2.png
A. sw percemage heatmap

S PP DD OSSP & S
y« o (,e"q\ & O D \1@4’\(,@\@'?\6
55 “",9\“ e 0«%‘0\‘”\ S0 S EEE \«*@ TS G GRS
LSESF \"o"gﬁ’g@v FEFEE F S E L FFE s &&&‘** LENES
SCN1A: 83 2 3 1 7 8 1219 10 4 058 5 1 42 31
SCN9A- 9 14 3 11 1 8 16 6 16 7 S 21116 11 2
SCN11A- 9 6 13 10 2 4 9 5 19 4 2 6 7522111
'SCN2A- 4 7131 6 013 5 8 23 7 2 4 551201 111 ol |
SCNaA 6 8192 11 3 3 7 1318 6 2 127 40 2 0 1 i |
SCNSA- 7 19 1 7 1 6 9 7 196 7 3 85 3 2 1 00 0 g | ]
SCN10A- 51 6 4 15 6 1 4128 24 9 1 376 11 3 0 1 T
SCN4A: 26 6 31115 1 6 5 3 14 4 2126 30010 40 1 %
'SCN8A- 22 7 25 6 3 12 12 5 610151 3 2 2 3 4 2 1 1 =1
scNsB{10 16 5 8 3 5 2 2 2 3 0101333 01 11 o 0 =
scN2B{7 13 3 3 5 5§ 3 1 1 1 111 4041 11 01 2 0 1
scNB{1 10 2 4 1 1 1 2 0 3 3 0210 2 0 11 1
scNB16 6 4 1 2 1 1 1 1 1 1 1.2 1 1 1
Variant Classification Variant Type SNV Class
wissense_Mutation | RN 76 || 200
SnP
Nonsense_Mutation [ A 214
Frame_shift_Del | T>C [49
INS
Splice_Site | o1 [ 2518
Frame_Shift_ins | [ EX%
! DEL
In_Frame_Del CoA -1141
T T T T T 1 r T T T T 1 T T T 1
°© © 8 & 8 2 8
C. Hazard ratio
[}
scn2A{O
sen1A{O 5
scnea{O O
SCNBA
scn4B 10
5 scna{O©
€ scnsa o0 Cox P value
& scnzs 0 <005
SCN1B >0.05
sen11A{O [ ]
SCN10A Cox P value
SCN5A @ 0 oos
SCN3B ,
e Q oo

' 3 —TT T T T
qv?“@ Z?«’%JQ ‘:\\_\e *_\?«  F O °“Q,v6§~(s?‘/\§§\0g°" Q o001

cus

-t




image3.png
The expression of SCN1A
Log, (TPM+1)

The expression of SCN3A The expression of SCN2A
Log, (TPM+1) Log, (TPM+1) Log, (TPM+1)

The expression of SCN4A

The expression of SCN5A
Log, (TPM+1)

Normal
© Tumor
.
5
O
2
'
8 -
Normal
‘. e o © Tumor
vvo\/o V2 SO O © QO QO © N O
RSP SN N O P & Q DAECINIOPNS
VQ) LSS S FFFE OSSR S
81 -
6 =i M
o %ﬁ"-: 1 o [ P Normal
T s ® s AR - wre R ax + Tumor
2_«. :
% 2
04 — .l‘
vv0v<>0 \b CR PO LL 0RO QO
00‘90‘?‘2: @Q‘@OQ‘Y‘O%O <
‘?%Qﬁ“o“’o‘?‘°o 454-\*5“"00’0\»“/ XS
6
4 4 Normal
© Tumor
24
0.
51 Pred H
44 : -
R 7 A B a1 m Normal
3 ;;; - e : oo S * Tumor
21 @ ¥ : g o ]
Ak H ik M | li‘ni'ii i
J“Lu hlﬂ“ o i ﬁ
T T T T T
O Kk O O o @ N o \# @ @
[OROP 9 X Yeid
S & ‘boo‘ho‘b S @Q"@Q" S \‘\\5‘” P& & Vy a /\‘<\ & 0@0 >




image4.png
The expression of SCN8A
Log, (TPM+1)

The expression of SCN9A
Log, (TPM+1)

Log, (TPM+1)

The expression of SCN10A

The expression of SCN11A
Log, (TPM+1)

1.5

1.0

0.5

L) "A'(r -

g_o.-.‘.lq---—-i.--a-n-l-‘..h._ﬁdl - .n.l_A

O % @ W o o 0 QO N O OO D
o o o Py OY\O; TP go S *}o &, & \39 V\,\» v? v@ é_o é\v&o&o&\o@ RO
64
54
44
3 C
1_”::1,. .‘ 4...%" '. -‘-:....-."'
0l h .4.. -.‘i'ﬂahlli'j uﬁﬁ d Jd-nn hil‘ ill-du
O X cF o \\ 4 0 o @ v \\ 0 @
L o‘*o F *>O+ Q\Y® \9‘”\96 & VY v%‘* o}‘o PG /\‘?‘O«@Lo& s

Normal

© Tumor

Normal

+ Tumor

Normal

+ Tumor

Normal

© Tumor




image5.png
Normal
Tumor
Normal
Tumor
Normal
Tumor

(L+Nd L) 2607 (1+INdL) 2607 (L+IaL) 601
g1LNDS Jo uoissaidxa ay ]

(L+Wd L) %60
GZNOS 10 uoissaidxa ay | gENOS Jo Uoissaidxa ay | gyNOS 10 Uoissaidxa ay |




