
Supplemental Data Ihle

The following is supplemental data to be submitted with primary data:



Supplemental Figure 1 Ihle
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B G

Lytic Blastic
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Lytic Blastic
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Lytic Blastic



Supplemental Figure 2 Ihle

Sample ID Nucleic Acid Conc. Unit A260 A280 260/280 260/230 Sample Type Factor
RNA 06 66.6 ng/µl 1.664 0.91 1.83 0.17 RNA 40
RNA 13 10.6 ng/µl 0.266 0.169 1.57 0.04 RNA 40
RNA 21 52.1 ng/µl 1.303 0.779 1.67 0.24 RNA 40
RNA 27 155 ng/µl 3.875 2.009 1.93 0.31 RNA 40
RNA 32 378.8 ng/µl 9.47 4.582 2.07 0.55 RNA 40
RNA 33 30.4 ng/µl 0.759 0.35 2.17 0.05 RNA 40

RNA 33A 401.9 ng/µl 10.048 4.941 2.03 0.65 RNA 40
RNA 35 15.2 ng/µl 0.381 0.185 2.06 0.04 RNA 40
RNA 36 44 ng/µl 1.1 0.654 1.68 0.07 RNA 40
RNA 47 10 ng/µl 0.25 0.147 1.7 0.05 RNA 40
RNA 48 17.8 ng/µl 0.445 0.247 1.8 0.05 RNA 40
RNA 50 191.1 ng/µl 4.778 2.415 1.98 0.33 RNA 40
RNA 51 55.3 ng/µl 1.383 0.689 2.01 0.12 RNA 40
RNA 52 130.9 ng/µl 3.274 1.664 1.97 0.26 RNA 40
RNA 55 6.6 ng/µl 0.166 0.1 1.66 0.06 RNA 40
RNA 56 35 ng/µl 0.875 0.496 1.76 0.1 RNA 40
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Supplemental Figure 3 Ihle
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Supplemental Figure 4 Ihle

A B

Lytic

Lytic Blastic

Blastic

Lo
w

 P
ow

er
H

ig
h 

P
ow

er

Lo
w

 P
ow

er
H

ig
h 

P
ow

er



Supplemental Table 1 Ihle

Supplemental Table 1.  Patient Sample 
Treatment History and Characteristics

Metastasis Site
Rib 1/15
Spine 3/15
Pelvis 2/15
Femur 5/15
Humerus 2/15

Thoracic 1/15

Orbit 1/15
Other Bone 2/15

Bone Disease
Lytic 5/15
Blastic 10/15

Hormone Therapy
Androgen Deprivation 6/15
Leuprolide 11/15
Bicalutamide 3/15
Degarelix 2/15
Goserelin 1/15
Enzalutamide 4/15
Diethylstilbestrol 1/15
Abiraterone 3/15
Megestrol Acetate 1/15

Radiation
13/15

Chemotherapy
Docetaxel 5/15
Cabaziletaxel 1/15
Carboplatin 4/15
Mitoxantrone 1/15

Osteoporosis
Denosumab 5/15
Ibandronic Acid 1/15

Other
Finasteride 1/15
Unknown patient history 3/15



Supplemental Table 2 Ihle



Supplemental Table 3 Ihle

Supplemental Table 3. GSA Global Significance Scores of Differential 
Expression in Lytic vs. Baseline of Blastic

Undirected Group Directed Group

Myeloid Compartment 2.287 2.155

Antigen Presentation 1.624 1.417

Epigenetic Regulation 1.339 1.264

Cytokine and Chemokine Signaling 1.955 1.077

Hypoxia 1.58 1

Immune Cell Adhesion and Migration 1.697 0.958

Costimulatory Signaling 1.429 0.892

Metabolic Stress 1.585 0.891

Hedgehog Signaling 1.613 0.881

Cell Proliferation 1.423 0.796

Interferon Signaling 1.037 0.776

Cytotoxicity 1.079 0.754

JAK-STAT Signaling 1.39 0.693

DNA Damage Repair 1.609 0.485

Autophagy 1.546 0.442

Apoptosis 1.258 0.412

Lymphoid Compartment 1.183 -0.516

Angiogenesis 1.237 -0.905

MAPK 1.511 -0.974

Matrix Remodeling and Metastasis 1.759 -1.07



Supplemental Table 4 Ihle
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Supplemental Table 5 Ihle
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Supplemental Table 7. Antibody Panel for DSP

Antigen Function

Pan-Cytokeratin Signaling

AKT Signaling

P-AKT Signaling

STAT3 Signaling

STAT3 (Phospho Y705) Signaling

Ki-67 Signaling

Bcl-2 Signaling

Beta-Catenin Signaling

CD45 Immune Cell Profiling

CD3 Immune Cell Profiling

CD4 Immune Cell Profiling

FoxP3 Immune Cell Profiling

GZMB Immune Cell Profiling

CD44 Immune Cell Profiling

CD8A Immune Cell Profiling

CD45RO Immune Cell Profiling

CD11c Immune Cell Profiling

CD14 Immune Cell Profiling

CD68 Immune Cell Profiling

CD163 Immune Cell Profiling

CD66B Immune Cell Profiling

CD56 Immune Cell Profiling

HLA-DR Immune Cell Profiling

B7-H3 Immune Checkpoint

B7-HA VTCN1 Immune Checkpoint

PD-L1 Immune Checkpoint

PD1 Immune Checkpoint

STING TMEM173 Immune Checkpoint

VISTA Immune Checkpoint

OX40L CD252 TXGP1 Immune Checkpoint

Beta-2-Microglobulin Immune Checkpoint

IDO-1 Immune Checkpoint

ICOS CD278 Immune Checkpoint
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