
Supplemental Fig S1. Representative graphical of taxonomic analysis of sample, 

00RTS3. 

Supplemental Fig S2. Representative graphical of taxonomic analysis of sample, 

SRR359291. 

Supplemental Fig S3. Representative graphical of taxonomic analysis of sample, 

SRR359290. 

Supplemental Fig S4. Representative graphical of taxonomic analysis of a normal 

brain sample from the BodyMap initiative. 

Supplemental Fig S5. Representative graphical of taxonomic analysis of sample, 

CAUPRVE. 

Supplemental Fig S6. Representative graphical of taxonomic analysis of sample, 

H8CPFRSJ. 

Supplemental Fig S7. EBV and MuLV gene coverage analysis on RNA-seq datasets 

from GBM samples and JY cell line 

Supplemental Fig S8. Gene expression profile of several tissue samples. These 

included a fibroblast-derived cell line, fibroblast-derived cell line infected with HCMV, JY 

cell line, and 2 primary GBMs. Relative viral mRNA expression (-fold) is represented as 

red (HCMV), purple (MuLV), and blue (EBV) columns and are the fold difference 

compared to the fibroblast-derived cell line values.  

Supplemental Fig S9. Representative graphical of taxonomic analysis of sample, 

SRR1521352. 

Supplemental Fig S10. Representative graphical of taxonomic analysis of sample, 

SRR1521353. 



Supplemental Fig S11. Representative graphical of taxonomic analysis of sample, 

SRR1521354. 

Supplemental Fig S12. Representative graphical of taxonomic analysis of sample, 

SRR1521355. 

Supplemental Fig S13. Representative graphical of taxonomic analysis of sample, 

SRR1521356. 

Supplemental Fig S14. Representative graphical of taxonomic analysis of sample, 

SRR1521357. 

Supplemental Fig S15. Representative graphical of taxonomic analysis of sample, 

SRR1521358. 

Supplemental Fig S16. Representative graphical of taxonomic analysis of sample, 

SRR1521359. 

Supplemental Fig S17. Representative graphical of taxonomic analysis of sample, 

SRR1521360. 

Supplemental Fig S18. Representative graphical of taxonomic analysis of sample, 

SRR1521361. 

Supplemental Fig S19. Representative graphical of taxonomic analysis of sample, 

SRR1521362. 

Supplemental Fig S20. Representative graphical of taxonomic analysis of sample, 

SRR1521363. 

Supplemental Fig S21. Representative graphical of taxonomic analysis of sample, 

SRR1521364. 

Supplemental Fig S22. Representative graphical of taxonomic analysis of sample, 



SRR1521365. 

Supplemental Fig S23. Representative graphical of taxonomic analysis of sample, 

SRR1521366. 

Supplemental Fig S24. Representative graphical of taxonomic analysis of sample, 

SRR1521367. 

Supplemental Fig S25. Representative graphical of taxonomic analysis of sample, 

SRR1521368. 

Supplemental Fig S26. Representative graphical of taxonomic analysis of sample, 

SRR1521369. 

Supplemental Fig S27. Representative graphical of taxonomic analysis of sample, 

SRR1521370. 

Supplemental Fig S28. Representative graphical of taxonomic analysis of sample, 

SRR1521371. 

Supplemental Fig S29. Representative graphical of taxonomic analysis of sample, 

SRR1521372. 

Supplemental Fig S30. Representative graphical of taxonomic analysis of sample, 

SRR1521373. 

Supplemental Fig S31. Representative graphical of taxonomic analysis of sample, 

SRR1521374. 

Supplemental Fig S32. Representative graphical of taxonomic analysis of sample, 

SRR1521375. 

Supplemental Fig S33. Representative graphical of taxonomic analysis of sample, 

SRR1521376. 



Supplemental Fig S34. Representative graphical of taxonomic analysis of sample, 

SRR1521377. 

Supplemental Fig S35. Representative graphical of taxonomic analysis of sample, 

SRR1521378. 

Supplemental Fig S36. Representative graphical of taxonomic analysis of sample, 

SRR1521379. 

Supplemental Fig S37. Representative graphical of taxonomic analysis of sample, 

SRR1521380. 

Supplemental Fig S38. Representative graphical of taxonomic analysis of sample, 

SRR1521381. 

Supplemental Fig S39. Representative graphical of taxonomic analysis of sample, 

SRR1521382. 

Supplemental Fig S40. Representative graphical of taxonomic analysis of sample, 

SRR1521383. 

Supplemental Fig S41. Representative graphical of taxonomic analysis of sample, 

SRR1521384. 

Supplemental Fig S42. Representative graphical of taxonomic analysis of sample, 

SRR1521385. 

Supplemental Fig S43. Representative graphical of taxonomic analysis of sample, 

SRR1521386. 

Supplemental Fig S44. Representative graphical of taxonomic analysis of sample, 

SRR1521387. 

Supplemental Fig S45. Representative graphical of taxonomic analysis of sample, 



SRR1521388. 

Supplemental Fig S46. Representative graphical of taxonomic analysis of sample, 

SRR1521389. 

Supplemental Fig S47. Representative graphical of taxonomic analysis of sample, 

SRR1521390. 

Supplemental Fig S48. Representative graphical of taxonomic analysis of sample, 

SRR1521391. 

Supplemental Fig S49. Representative graphical of taxonomic analysis of sample, 

SRR1521392. 

Supplemental Fig S50. Representative graphical of taxonomic analysis of sample, 

SRR1521393. 

Supplemental Fig S51. Representative graphical of taxonomic analysis of sample, 

SRR1521394. 

Supplemental Fig S52. Representative graphical of taxonomic analysis of sample, 

SRR1521395. 

Supplemental Fig S53. Representative graphical of taxonomic analysis of sample, 

SRR1521396. 

Supplemental Fig S54. Representative graphical of taxonomic analysis of sample, 

SRR1521397. 

Supplemental Fig S55. Representative graphical of taxonomic analysis of sample, 

SRR1521398. 

Supplemental Fig S56. Representative graphical of taxonomic analysis of sample, 

SRR1521399. 



Supplemental Fig S57. Representative graphical of taxonomic analysis of sample, 

SRR1521400. 

Supplemental Fig S58. Representative graphical of taxonomic analysis of sample, 

SRR1521401. 

Supplemental Fig S59. Representative graphical of taxonomic analysis of sample, 

SRR1521402. 

Supplemental Fig S60. Representative graphical of taxonomic analysis of sample, 

SRR1521403. 

Supplemental Fig S61. Representative graphical of taxonomic analysis of sample, 

SRR1521404. 

Supplemental Fig S62. Representative graphical of taxonomic analysis of sample, 

SRR1521405. 

Supplemental Fig S63. Representative graphical of taxonomic analysis of sample, 

SRR1521406. 

Supplemental Fig S64. Representative graphical of taxonomic analysis of sample, 

SRR1521407. 

Supplemental Fig S65. Representative graphical of taxonomic analysis of sample, 

SRR1521408. 

Supplemental Fig S66. Representative graphical of taxonomic analysis of sample, 

SRR1521409. 

Supplemental Fig S67. Representative graphical of taxonomic analysis of sample, 

SRR1521410. 

Supplemental Fig S68. Representative graphical of taxonomic analysis of sample, 



SRR1521411. 

Supplemental Fig S69. Representative graphical of taxonomic analysis of sample, 

SRR1521412. 

Supplemental Fig S70. Representative graphical of taxonomic analysis of sample, 

SRR1521413. 

Supplemental Fig S71. Representative graphical of taxonomic analysis of sample, 

SRR1521414. 

Supplemental Fig S72. Representative graphical of taxonomic analysis of sample, 

SRR1521415. 

Supplemental Fig S73. Representative graphical of taxonomic analysis of sample, 

SRR1521416. 

Supplemental Fig S74. Representative graphical of taxonomic analysis of sample, 

SRR1521417. 

Supplemental Fig S75. Representative graphical of taxonomic analysis of sample, 

SRR1521418. 

Supplemental Fig S76. Representative graphical of taxonomic analysis of sample, 

SRR1521419. 

Supplemental Fig S77. Representative graphical of taxonomic analysis of sample, 

SRR1521420. 

Supplemental Fig S78. Representative graphical of taxonomic analysis of sample, 

SRR1521421. 

Supplemental Fig S79. Representative graphical of taxonomic analysis of sample, 

SRR1521422. 



Supplemental Fig S80. Representative graphical of taxonomic analysis of sample, 

SRR1521423. 

Supplemental Fig S81. Representative graphical of taxonomic analysis of sample, 

SRR1521424. 

Supplemental Fig S82. Representative graphical of taxonomic analysis of sample, 

SRR1521425. 

Supplemental Fig S83. Representative graphical of taxonomic analysis of sample, 

SRR1521426. 

Supplemental Fig S84. Representative graphical of taxonomic analysis of sample, 

SRR1521427. 

Supplemental Fig S85. Representative graphical of taxonomic analysis of sample, 

SRR1521428. 

Supplemental Fig S86. Representative graphical of taxonomic analysis of sample, 

SRR1521429. 

Supplemental Fig S87. Representative graphical of taxonomic analysis of sample, 

SRR1521430. 

Supplemental Fig S88. Representative graphical of taxonomic analysis of sample, 

SRR1521431. 

Supplemental Fig S89. Representative graphical of taxonomic analysis of sample, 

SRR1521432. 

Supplemental Fig S90. Representative graphical of taxonomic analysis of sample, 

SRR1521433. 

Supplemental Fig S91. Representative graphical of taxonomic analysis of sample, 



SRR1521434. 

Supplemental Fig S92. Representative graphical of taxonomic analysis of sample, 

SRR1521435. 

Supplemental Fig S93. Representative graphical of taxonomic analysis of sample, 

SRR1521436. 

Supplemental Fig S94. Representative graphical of taxonomic analysis of sample, 

SRR1521437. 

Supplemental Fig S95. Representative graphical of taxonomic analysis of sample, 

SRR1521438. 

Supplemental Fig S96. Representative graphical of taxonomic analysis of sample, 

SRR1521439. 

Supplemental Fig S97. Representative graphical of taxonomic analysis of sample, 

SRR1521440. 

Supplemental Fig S98. Representative graphical of taxonomic analysis of sample, 

SRR1521441. 

Supplemental Fig S99. Representative graphical of taxonomic analysis of sample, 

SRR1521442. 

Supplemental Fig S100. Representative graphical of taxonomic analysis of sample, 

SRR1521443. 

Supplemental Fig S101. Representative graphical of taxonomic analysis of sample, 

SRR1521444. 

Supplemental Fig S102. Representative graphical of taxonomic analysis of sample, 

SRR1521445. 



Supplemental Fig S103. HIV gene coverage analysis for MRI-localized biopsies 

Supplemental Fig S104. MuLV gene coverage analysis for MRI-localized non-

enhancing biopsies 

Supplemental Fig S105. MuLV gene coverage analysis for MRI-localized contrast 

biopsies 

Supplemental Fig S106. MuLV gene coverage analysis for MRI-localized non-

neoplasm biopsies 

Supplemental Fig S107. HCMV gene coverage analysis for MRI-localized non-

enhancing biopsies 

Supplemental Fig S108. HCMV gene coverage analysis for MRI-localized contrast 

biopsies 

Supplemental Fig S109. Representative graphical of taxonomic analysis of sample, 

SRR608893. 

Supplemental Fig S110. Representative graphical of taxonomic analysis of sample, 

SRR608894. 

Supplemental Fig S111. Representative graphical of taxonomic analysis of sample, 

SRR608895. 

Supplemental Fig S112. Representative graphical of taxonomic analysis of sample, 

SRR608896. 

Supplemental Fig S113. Representative graphical of taxonomic analysis of sample, 

SRR608897. 

Supplemental Fig S114. Representative graphical of taxonomic analysis of sample, 

SRR608898. 



Supplemental Fig S115. Representative graphical of taxonomic analysis of sample, 

SRR608899. 

Supplemental Fig S116. Representative graphical of taxonomic analysis of sample, 

SRR608900. 

Supplemental Fig S117. Representative graphical of taxonomic analysis of sample, 

SRR608901. 

Supplemental Fig S118. Representative graphical of taxonomic analysis of sample, 

SRR942849. 

Supplemental Fig S119. Representative graphical of taxonomic analysis of sample, 

SRR942850. 

Supplemental Fig S120. Representative graphical of taxonomic analysis of sample, 

SRR942851. 

Supplemental Fig S121. Representative graphical of taxonomic analysis of sample, 

SRR942852. 

Supplemental Fig S122. Representative graphical of taxonomic analysis of sample, 

SRR942853. 

Supplemental Fig S123. Representative graphical of taxonomic analysis of sample, 

SRR942854. 

Supplemental Fig S124. Representative graphical of taxonomic analysis of sample, 

SRR942855. 

Supplemental Fig S125. Representative graphical of taxonomic analysis of sample, 

SRR942856. 

Supplemental Fig S126. Representative graphical of taxonomic analysis of sample, 



SRR942857. 

Supplemental Fig S127. Representative graphical of taxonomic analysis of sample, 

SRR942858. 

Supplemental Fig S128. Representative graphical of taxonomic analysis of sample, 

SRR942859. 

Supplemental Fig S129. Representative graphical of taxonomic analysis of sample, 

SRR942860. 

Supplemental Fig S130. Representative graphical of taxonomic analysis of sample, 

SRR942861. 

Supplemental Fig S131. Representative graphical of taxonomic analysis of sample, 

SRR942862. 

Supplemental Fig S132. Representative graphical of taxonomic analysis of sample, 

SRR942863. 

Supplemental Fig S133. Human Adenovirus C gene coverage analysis for gliomas 

stem cell samples 

Supplemental Fig S134. HCMV gene coverage analysis for gliomas stem cell samples 

Supplemental Fig S135. HPV-16 gene coverage analysis for low grade gliomas 

Supplemental Fig S136. HPV-58 gene coverage analysis for low grade gliomas 

Supplemental Fig S137. Hepatitis B gene coverage analysis for low grade gliomas 

Supplemental Fig S138. WGS of EBV gene coverage for recurrent GBM samples 

	



Low complexity

Not assigned

synthetic construct

Avian myeloblastosis-associated virus type 2

Avian myeloblastosis virus

Avian leukosis virus

AlpharetrovirusViruses

Triticum aestivum

Fabaceae

Ericalescore eudicotyledons
Magnoliophyta

Nematocera

Ditrysia
Endopterygota

Monogynaspida

Arthropoda

Anura

Iguanidae

Passeriformes

Gallus gallus

Meleagris gallopavoPhasianidae
Neognathae

Sauria

Monodelphis domestica

Equus caballus

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo pygmaeus

Pongo abelii
Pongo

Pan troglodytes

Pan paniscus
Pan

Homo sapiens neanderthalensis

Gorilla gorilla

Homininae

Hominidae
Hominoidea

Colobinae

Macaca mulatta

Macaca fascicularisMacaca

Chlorocebus

Cercopithecinae

Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Hystricognathi

Rodentia

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Theria

Ornithorhynchus anatinus

Mammalia

Amniota
Tetrapoda

Holacanthopterygii

Euteleostomi

Coelomata

Wallemia

Agaricomycetes
Basidiomycota

Clavispora lusitaniae

sordariomyceta
saccharomyceta

Dikarya

Opisthokonta

Amoebozoa

Eukaryota

Xanthomonas campestris

Stenotrophomonas
Xanthomonadaceae

Pseudomonas putida group

Moraxella

Acinetobacter sp. ADP1

Acinetobacter baumanniiAcinetobacter
Moraxellaceae

Pseudomonadales

Enterobacteriaceae

Ectothiorhodospiraceae

Gammaproteobacteria

Neisseriaceae

Delftia acidovorans SPH-1

Comamonas testosteroni ATCC 11996

Alicycliphilus denitrificans

Acidovorax

Comamonadaceae

Ralstonia

Burkholderiales
Betaproteobacteria

Ehrlichia ewingii

Methylobacterium

Bradyrhizobium sp. BTAi1Rhizobiales
Alphaproteobacteria

Proteobacteria

Veillonella

Clostridiales

Streptococcus thermophilus

Streptococcus salivariusStreptococcus

Leuconostoc mesenteroides subsp. mesenteroides

Lactobacillus

Enterococcus

Lactobacillales

Staphylococcus

Bacilli

Firmicutes

uncultured bacterium

Cyanobacteria

Flavobacteriaceae bacterium 3519-10

Elizabethkingia meningosepticaFlavobacteriaceae

Bifidobacterium longum

Propionibacterium acnes

Rothia dentocariosa ATCC 17931

Micrococcus luteus NCTC 2665
Micrococcaceae

Mycobacterium

Corynebacterium kroppenstedtii DSM 44385
Corynebacterineae

Actinomycetales

Actinobacteridae

Bacteria

cellular organisms

root

Supplemental Figure S1: 00RTS3



Low complexity

Not assigned

synthetic construct

Poaceae
Viridiplantae

Pancrustacea

Neobatrachia

Phasianidae

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae

Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca
Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Tetrapoda

Perciformes

Euteleostomi
Coelomata

Saccharomyces cerevisiae

Opisthokonta
Eukaryota

Enterobacteriaceae

Burkholderiales
Proteobacteria

Bacilli

uncultured bacterium

Propionibacterium acnes

Micrococcaceae

Corynebacterium

Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S2: SRR359291



Low complexity

Not assigned

synthetic construct

Liliopsida
Viridiplantae

Endopterygota

Chelicerata
Arthropoda

Neobatrachia

Passeriformes

Monodelphis domestica

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Hylobates
Hylobatidae

Pongo abelii

Pan troglodytes

Homo sapiens neanderthalensis

Gorilla gorilla

Homininae

Hominidae

Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Theria
Amniota

Tetrapoda

Otophysi

Perciformes
Clupeocephala

Euteleostomi

Coelomata

Saccharomycetaceae

Opisthokonta
Eukaryota

Enterobacteriaceae

Burkholderiales
Proteobacteria

Lactobacillales

uncultured bacterium

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S3: SRR359290



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage G4 clade

Microvirus

unclassified Siphoviridae

Myoviridae
Caudovirales

Human adenovirus C

dsDNA viruses, no RNA stage

Viruses

Zea mays

Triticum aestivum
Poaceae

Brassicaceae

Fagaceae
rosids

asterids

core eudicotyledons

Magnoliophyta

Pinus

Spermatophyta

Delphacinae

Bothriocera eborea
Fulgoroidea

Diptera

Neoptera

Harpiosquilla harpax

Daphnia pulex
Crustacea

Pancrustacea

Baculigerus sp. DNA100640

Acari
Arachnida

Arthropoda

Mollusca

Annelida

Protostomia

Stolidobranchia

Phrynobatrachus

Dendropsophus giesleri
Neobatrachia

Cryptodira

Scincidae

Passeriformes

Gallus gallusNeognathae
Sauria

Sauropsida

Metatheria

Vespertilionidae

Phyllostomidae
Microchiroptera

Sus scrofa

Bos taurus

Megaptera novaeangliae

Cetartiodactyla

Ailuropoda melanoleuca

Lutra lutra

Canis lupus familiaris

Caniformia

Laurasiatheria

Lemuriformes

Callithrix jacchus

Nomascus leucogenys

Hylobates klossii
Hylobatidae

Pongo abelii

Pan troglodytes verus

Pan paniscus
Pan

Homo sp. Altai

Homo sapiens neanderthalensisHomo

Gorilla gorilla gorilla

Homininae

Hominidae

Hominoidea

Trachypithecus

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca

Chlorocebus aethiops

Cercopithecinae
Cercopithecidae

Catarrhini

Simiiformes

Primates

Rattus norvegicus

Mus musculus domesticusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Theria

Amniota

Tetrapoda

Saccopharynx lavenbergi

Danio rerio

Tetraodon nigroviridis

Atherinomorpha

Percoidei

Labroidei
Perciformes

Percomorpha
Clupeocephala

Elopocephala

Euteleostomi

Chondrichthyes

Gnathostomata
Chordata

Coelomata

Malassezia globosa CBS 7966

Agaricales

Polyporales

Vuilleminia
Agaricomycetes incertae sedis

Agaricomycetes
Basidiomycota

Saccharomyces cerevisiae

Komagataella pastoris
Saccharomycetaceae

leotiomyceta

saccharomyceta

Dikarya

Opisthokonta

uncultured eukaryote

Amoebozoa

Alveolata

Eukaryota

Pseudomonas

Moraxella

Acinetobacter baumannii
Moraxellaceae

Pseudomonadales

Escherichia coli NA114

Escherichia coli K-12Escherichia coli

Shewanella

Gammaproteobacteria

Comamonadaceae

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Cupriavidus

Burkholderiaceae
Burkholderiales

Sphingomonadaceae

Methylobacterium radiotolerans JCM 2831

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6
Bradyrhizobium

Rhizobiales
Alphaproteobacteria

Proteobacteria

Finegoldia magna ATCC 29328

Streptococcus

Lactococcus lactis
Streptococcaceae

Leuconostoc mesenteroides subsp. mesenteroides

Lactobacillus plantarum

Lactobacillus casei
Lactobacillus

Lactobacillales

Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305

Staphylococcus epidermidis

Staphylococcus aureus

Staphylococcus

Bacillus cereus

Bacillales

Bacilli
Firmicutes

uncultured bacterium

Flavobacteriaceae

Gardnerella vaginalis

Propionibacterium acnes

Micrococcaceae

Corynebacterium

Actinomycetales

Actinobacteridae

Bacteria

cellular organisms

root

Supplemental Figure S4: Normal Brain Tissue BodyMap



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Human herpesvirus 4
Viruses

Zea mays

malvids

Nicotiana tabacum

Sesamum indicum
lamiids

core eudicotyledons
Magnoliophyta

Polyphaga <Coleoptera>

Rana

Sauria

Sus scrofa

Pecora
Cetartiodactyla

Carnivora

Laurasiatheria

Microcebus murinus

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae
Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularis
Macaca

Chlorocebus aethiops

Cercopithecinae

Catarrhini

Simiiformes

Primates

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Euarchontoglires

Eutheria
Amniota

Tetrapoda

Schizothorax richardsonii

Euteleostomi
Coelomata

Dikarya

Opisthokonta

Eukaryota

Pseudomonas

Moraxellaceae
Pseudomonadales

Escherichia coli NA114

Citrobacter freundiiEnterobacteriaceae

Gammaproteobacteria

Burkholderiaceae

Sphingomonadaceae

Caulobacteraceae
Alphaproteobacteria

Proteobacteria

Bacillales

environmental samples <Bacteria>

Propionibacterium acnes

Brachybacterium faecium DSM 4810Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S5: CAUPRVE



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

unclassified sequences

Hepatitis C virus subtype 1a

Human herpesvirus 4
Viruses

Poaceae

rosids

Nicotiana tabacum

Sesamum indicumlamiids
core eudicotyledons

Magnoliophyta

Loa loa

Neoptera

Ranoidea

Sauria

Sus scrofa

BovidaeCetartiodactyla

Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens neanderthalensisHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulatta

Chlorocebus aethiops

Cercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculusMurinae

Euarchontoglires

Eutheria
Amniota

Tetrapoda

Schizothorax richardsonii

Danio rerioCyprinidae

Percomorpha

Clupeocephala

Euteleostomi
Coelomata

Bilateria

saccharomyceta

Opisthokonta

uncultured eukaryote

Toxoplasma gondii ME49

Eukaryota

Pseudomonas

PsychrobacterPseudomonadales

Escherichia coli NA114

Citrobacter freundiiEnterobacteriaceae

Gammaproteobacteria

Burkholderia

Sphingobium

Rhizobiales

Caulobacter

Alphaproteobacteria

Proteobacteria

Streptococcaceae

environmental samples <Bacteria>

Propionibacterium acnes

Micrococcaceae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S6: H8CPFRSJ







Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

SiphoviridaedsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Quercusfabids

Rumex acetosa

Sesamum indicum

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Neoptera

RhizoglyphinaeArthropoda

Sus scrofa

CaniformiaLaurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Rattus norvegicus

Mus musculus domesticusMurinae

Euarchontoglires

Eutheria

Coelomata

Malassezia globosa CBS 7966

Thanatephorus cucumerisBasidiomycota

Sordaria macrospora k-hell

NectriaceaeSordariomycetes

Leotiomycetes

sordariomyceta

Dothideomycetes

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Haemophilus

Halomonadaceae

Pantoea

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Citrobacter

Enterobacteriaceae

Thioalkalivibrio
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Acidithiobacillus

Gammaproteobacteria

Deltaproteobacteria

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Neisseria

Thiomonas intermedia K12

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum GMI1000

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424
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Burkholderia
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Bordetella petrii
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Methylobacterium sp. 4-46
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Rhodopseudomonas palustris BisB18Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium
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Caulobacter segnis ATCC 21756
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Bacillus subtilis subsp. subtilis str. 168
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Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

fabids

Rumex acetosacore eudicotyledons

Magnoliophyta

Pinaceae

SpermatophytaViridiplantae

Aphanomyces euteiches

Neoptera

Tyrophagus putrescentiae
Arthropoda

Sus scrofa

Caniformia
Laurasiatheria

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Macaca mulatta

Catarrhini

Mus musculus

Cricetulus griseus
Muroidea

Euarchontoglires

Eutheria

Coelomata

Malassezia

AgaricomycetesBasidiomycota

Saccharomycetales

Sordaria macrospora k-hell

Hypocreomycetidae
Sordariomycetes

Dothideales

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Oceanospirillales

Klebsiella pneumoniae

Klebsiella oxytoca KCTC 1686Klebsiella

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Acidithiobacillus

Gammaproteobacteria

Myxococcales

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Dechlorosoma suillum PS

Azoarcus sp. BH72Rhodocyclaceae

Neisseriaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Cupriavidus necator N-1Cupriavidus

pseudomallei group

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Azospirillum

Rhodobacteraceae

Xanthobacter autotrophicus Py2

Rhizobium

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group

Mesorhizobium opportunistum WSM2075

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobiaceae

Brucellaceae

Rhodopseudomonas palustris

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter

BrevundimonasCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

ClostridiumClostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Anoxybacillus flavithermus WK1
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uncultured bacterium
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uncultured microorganism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

Myoviridae
dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum monococcum

Triticum aestivumTriticum

Hordeum vulgare subsp. vulgare

Aegilops

Triticeae

Poaceae

Malvaceae

Ricinus communis
rosids

Rumex acetosa

lamiids

core eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Chromadorea

Diptera

Tyrophagus putrescentiae

RhizoglyphinaeAcaridae

Arthropoda

Gallus

Sus scrofa

Bos taurus
Cetartiodactyla

Carnivora

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata
Bilateria

uncultured fungus

Malassezia globosa CBS 7966

Sporidiobolus salmonicolor

Rhodotorula glutinisSporidiobolales

Leucosporidium sp. AY30

Microbotryomycetes

Agaricales

Agaricomycetes incertae sedisAgaricomycetes

Basidiomycota

Candida chilensis

Candida albicansCandida

Sordaria macrospora k-hell

Nectriaceae
Sordariomycetes

Penicillium

Kabatiella microsticta

leotiomyceta

saccharomyceta

Dikarya
Fungi

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Xanthomonas campestrisXanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumanniiAcinetobacter calcoaceticus/baumannii complex
Moraxellaceae

Pseudomonadales

Haemophilus

Halomonadaceae

Salmonella enterica subsp. enterica

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter cloacae SCF1
Enterobacter cloacae

Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Cardiobacteriaceae

Alteromonadales

Oceanimonas sp. GK1

Aeromonas hydrophila
Aeromonadaceae

Gammaproteobacteria

Myxococcaceae

Desulfuromonadales
Deltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Rhodocyclaceae

Neisseria

Chromobacterium violaceum ATCC 12472
Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

uncultured beta proteobacterium CBNPD1 BAC clone 578

Thiomonas intermedia K12

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Pelomonas saccharophila

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum IPO1609

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chungbukense

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Rhodospirillum rubrum

Rhodospirillum centenum SW
Rhodospirillum

Magnetospirillum magneticum AMB-1

Azospirillum sp. B510

Azospirillum lipoferum 4B

Azospirillum brasilense Sp245

Azospirillum

Rhodospirillaceae

Neoasaia chiangmaiensis

Gluconobacter oxydans 621HAcetobacteraceae

Rhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506
Xanthobacteraceae

Sinorhizobium fredii HH103

Rhizobium leguminosarum bv. trifolii

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium ciceri biovar biserrulae WSM1271Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Pelagibacterium halotolerans B2

Hyphomicrobium sp. MC1
Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188

Brucella
Brucellaceae

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris

Oligotropha carboxidovorans

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Beijerinckiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000

Caulobacter sp. K31

Caulobacter segnis ATCC 21756

Caulobacter

Brevundimonas subvibrioides ATCC 15264

Asticcacaulis excentricus CB 48

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Planctomycetaceae

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

Anaerococcus prevotii DSM 20548
Clostridiales Family XI. Incertae Sedis

Clostridium

Clostridiales

Clostridia

Streptococcus

Lactobacillus
Lactobacillales

Staphylococcus epidermidis

Paenibacillus

Geobacillus thermoglucosidasius C56-YS93

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Alicyclobacillus

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus radiodurans R1

Deinococcus geothermalis DSM 11300Deinococcus
Deinococci

uncultured Chroococcidiopsis sp.

Sphaerobacter thermophilus DSM 20745

Niastella koreensis GR20-10

Flavobacteriaceae

Bacteroides

Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Bifidobacteriaceae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Microlunatus phosphovorus NM-1

Propionibacteriaceae

Nocardioides sp. JS614

Propionibacterineae

Micromonosporaceae

Sanguibacter keddieii DSM 10542

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Microbacterium testaceum StLB037

Intrasporangium calvum DSM 43043

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Micrococcineae

Geodermatophilus obscurus DSM 43160

Frankia
Frankineae

Rhodococcus erythropolis PR4

Nocardia
Nocardiaceae

Mycobacterium abscessus

Mycobacterium aviumMycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetaceae

Actinomycetales

Actinobacteridae
Actinobacteria

Bacteria
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vectors
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artificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

Viruses

Zea mays

Triticum aestivum
Poaceae

fabids

Rumex acetosa

Sesamum indicum

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Phasianidae

Sus scrofa

Caniformia
Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Loxodonta africana

Eutheria

Amniota

Coelomata

Basidiomycota

Sordariomycetes
Dikarya

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri DSM 4166

Pseudomonas stutzeri ATCC 17588 = LMG 11199
Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter cloacae EcWSU1
Enterobacter cloacae

Enterobacter

Enterobacteriaceae

Chromatiales

Gammaproteobacteria

Myxococcaceae

Azoarcus sp. KH32C

Methylophilaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPS
Variovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax avenae subsp. avenae ATCC 19860

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Cupriavidus necator
Cupriavidus

pseudomallei group

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMD
Burkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium
Sphingomonadaceae

Azospirillum brasilense Sp245

Acetobacteraceae
Rhodospirillales

Rhodobacteraceae

Xanthobacteraceae

Sinorhizobium

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 110
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter sp. K31

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Clostridiales
Clostridia

Streptococcus

Lactobacillus
Lactobacillales

Staphylococcus haemolyticus JCSC1435

Staphylococcus epidermidis
Staphylococcus

Paenibacillus

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Niastella koreensis GR20-10

Rubrobacter xylanophilus DSM 9941

Propionibacterium acnes

Micrococcaceae

Microbacterium
Micrococcineae

Rhodococcus erythropolis PR4

Nocardia farcinica IFM 10152
Nocardiaceae

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root
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Not assigned

vectors

synthetic construct
artificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

Malpighiales

Phaseoleae
fabids

asterids

core eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Tyrophagus putrescentiae

Rhizoglyphinae
Acaridae

Arthropoda

Sus scrofa

Bos taurus
Cetartiodactyla

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Macaca mulatta

Catarrhini

Rattus norvegicus

Mus musculus
Murinae

Euarchontoglires

Eutheria

Coelomata

Malassezia globosa CBS 7966

Agaricomycetes
Basidiomycota

Sordaria macrospora k-hell

Hypocreomycetidae
Sordariomycetes

Dothideomycetidae

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas campestris

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Moraxella

Acinetobacter baumannii
Moraxellaceae

Pseudomonadales

Haemophilus

Halomonadaceae

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter cloacae EcWSU1
Enterobacter cloacae

Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Chromatiaceae
Chromatiales

Gammaproteobacteria

Cystobacterineae

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. BH72

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPS
Variovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1
Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMD
Burkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum centenum SW

Azospirillum lipoferum 4B

Azospirillum brasilense Sp245
Azospirillum

Rhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacteraceae

Xanthobacteraceae

Sinorhizobium fredii

Rhizobium leguminosarum

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53
Rhodopseudomonas palustris

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110
Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium

Caulobacter sp. K31

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Lachnospiraceae

Finegoldia magna ATCC 29328

Clostridium

Clostridiales

Clostridia

Streptococcus

Lactobacillus
Lactobacillales

Staphylococcus haemolyticus JCSC1435

Staphylococcus epidermidis
Staphylococcus

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Sphingobacteriaceae

Flavobacteriaceae

Cytophagaceae

Bacteroidetes

Sulfurihydrogenibium azorense Az-Fu1

Streptomyces

Propionibacterium acnes ATCC 11828

Nocardioides sp. JS614
Propionibacterineae

Micromonosporaceae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter arilaitensis Re117

Micrococcaceae

Clavibacter michiganensis

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Micrococcineae

Frankineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1
Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

Malpighiales

Quercus
fabids

Sesamum indicum

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Neoptera

Rhizoglyphus
Arthropoda

Archosauria

Sus scrofa

Bovidae
Cetartiodactyla

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

Agaricomycetes
Basidiomycota

Sordaria macrospora k-hell

Dothideomycetes
leotiomyceta

Dikarya

Opisthokonta

Bodo saltans

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Mycoplasma

Xanthomonas oryzae

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas spadix BD-a59

Xanthomonadaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Methylococcaceae

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Ectothiorhodospiraceae

Aeromonadaceae

Gammaproteobacteria

Deltaproteobacteria

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472
Neisseriaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1
Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex
Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chungbukense

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Azospirillum

Rhodobacteraceae

Starkeya novella DSM 506

Sinorhizobium fredii

Rhizobium leguminosarum

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 110

Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

Caulobacter

BrevundimonasCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Clostridiales Family XI. Incertae Sedis

Clostridium
Clostridiales

Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Cyanobacteria

Sphingobacteriales

Flavobacteriaceae

Bacteroidales

Bacteroidetes

Streptomyces

Propionibacterium acnes SK137

Nocardioides sp. JS614
Propionibacterineae

Micromonosporaceae

Sanguibacter keddieii DSM 10542

Rothia dentocariosa ATCC 17931

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Micrococcaceae

Microbacterium testaceum StLB037

Brachybacterium faecium DSM 4810

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Siphoviridae

Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

fabids

Rumex acetosa

Sesamum indicum

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Tyrophagus putrescentiae

RhizoglyphusAcaridae
Arthropoda

Gallus gallus

Pecora

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini
Simiiformes

Mus musculus

Euarchontoglires
Eutheria

Amniota

Coelomata

Malassezia globosa CBS 7966

Saccharomycetales

Sordaria macrospora k-hell

Gibberella
Sordariomycetes

Trichocomaceae

Kabatiella microsticta

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria

Xanthomonas campestris

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Oceanospirillales

Methylococcaceae

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mix
Thioalkalivibrio

Allochromatium vinosum DSM 180

Chromatiales

Alteromonadales

Gammaproteobacteria

Myxococcales

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum Po82

Ralstonia solanacearum CMR15Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia sp. YI23

Burkholderia phytofirmans PsJN

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Rhodospirillum

Azospirillum lipoferum 4BRhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506

Azorhizobium caulinodans ORS 571

Xanthobacteraceae

Sinorhizobium fredii

Rhizobium

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188
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Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174
Enterobacteria phage phiX174 sensu lato

Enterobacteria phage f1

ssDNA viruses
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Viruses

Zea mays subsp. mays

Triticum aestivum
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Rumex acetosa

lamiids

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Tyrophagus putrescentiae
Arthropoda

Phasianidae

Sus scrofa

Bos taurus
Cetartiodactyla

Caniformia

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
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Agaricomycetes incertae sedis
Basidiomycota

Saccharomycetales
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Sordariomycetes
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Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas spadix BD-a59
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Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728a
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Escherichia coli

Enterobacter sp. 638
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Acidovorax ebreus TPSY
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Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174
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ssDNA viruses

Caudovirales

Viruses

Zea mays subsp. mays

Triticum aestivum
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Rumex acetosacore eudicotyledons

Magnoliophyta
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Culex quinquefasciatus
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Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. phaseolicola 1448A

Pseudomonas syringae pv. syringae B728a
Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Haemophilus
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Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter
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Enterobacteriaceae
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Aeromonas

Gammaproteobacteria

Myxococcales

DesulfovibrioDeltaproteobacteria

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus

Rhodocyclaceae

Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis
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Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110
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Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax
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Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia
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Ralstonia eutropha H16

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4
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Methylobacterium

Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188
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Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter sp. K31

Brevundimonas subvibrioides ATCC 15264Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Clostridiales Family XI. Incertae Sedis

ClostridiumClostridiales
Clostridia

Streptococcus

Leuconostoc

Lactobacillus

Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Chlamydiae/Verrucomicrobia group

Sphingobacteriales

FlavobacteriaceaeBacteroidetes

Rubrobacteridae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes

Nocardioides sp. JS614
Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Leifsonia xyli subsp. xyli str. CTCB07

Brachybacterium faecium DSM 4810

Micrococcineae

Rhodococcus

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root

Supplemental Figure S17: SRR1521360



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Caudovirales

Viruses

Triticum aestivum

Ricinus communis

Rumex acetosa

Solanaceae

core eudicotyledons
Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Galliformes

Sus scrofa

Caniformia
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria
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Percomorpha

Euteleostomi

Coelomata

Basidiomycota

Gibberella
Dikarya

Opisthokonta

Kinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Xanthomonas campestris
Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas spadix BD-a59

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas savastanoi

Pseudomonas syringae pv. syringae B728a

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas stutzeri A1501
Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1
Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Pseudomonadales

Pantoea

Klebsiella oxytoca KCTC 1686

Escherichia coli

Erwinia

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Ectothiorhodospiraceae

Gammaproteobacteria

Myxococcales

Geobacter
Deltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331
Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPS
Variovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1
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Acidovorax

Comamonadaceae

Ralstonia solanacearum IPO1609

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1
Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia thailandensis E264
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Burkholderia xenovorans LB400

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S
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Azospirillum brasilense

Acetobacteraceae
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Sinorhizobium

Rhizobium
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Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris

Oligotropha carboxidovorans

Nitrobacter
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Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110
Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1
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Caulobacter
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Geobacillus sp. WCH70
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Bacillaceae
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Bacilli
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uncultured bacterium zdt-25h12
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Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Human immunodeficiency virus 1

Woodchuck hepatitis virus
Retro-transcribing viruses

Human herpesvirus 5

Viruses

Discosoma sp. LW-2004

Anopheles gambiae

Sus scrofa

Bos taurus
Cetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticusMurinae

Euarchontoglires

Eutheria
Coelomata

Eumetazoa

Methanocaldococcus jannaschii DSM 2661

Pseudomonas mendocina

Escherichia coliGammaproteobacteria

Comamonadaceae

Ralstonia pickettii

BurkholderiaBurkholderiaceae
Burkholderiales

Methylobacterium

Proteobacteria

Bacillus subtilis subsp. subtilis str. 168

Propionibacterium acnes

Bacteria

cellular organisms

root
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Low complexity

Not assigned

synthetic construct

Enterobacteria phage S13

Enterobacteria phage phiX174Enterobacteria phage phiX174 sensu lato
Viruses

MagnoliophytaViridiplantae

Sus scrofa

Bos taurus
Cetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Clupeocephala

Euteleostomi
Eukaryota

Methanocaldococcus jannaschii DSM 2661

Pseudomonadales

Escherichia coli
Gammaproteobacteria

Ralstonia pickettii

Rhodospirillales

Methylobacterium
Alphaproteobacteria

Proteobacteria

Bacillus subtilis subsp. subtilis str. 168

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

Shuttle vector pLV.mMyoD::ERT2.eGFP

synthetic constructartificial sequences

Enterobacteria phage S13

Enterobacteria phage phiX174Enterobacteria phage phiX174 sensu lato

Human immunodeficiency virus 1

Woodchuck hepatitis virus
Retro-transcribing viruses

Human herpesvirus 5

Viruses

core eudicotyledonsViridiplantae

Discosoma sp. LW-2004

Anopheles gambiae

Bos taurus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Rattus norvegicus

Mus musculus domesticusMurinae

Euarchontoglires
Eutheria

Coelomata
Eumetazoa

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Pseudomonadaceae

Escherichia coliGammaproteobacteria

Comamonadaceae

Ralstonia pickettiiBurkholderiales

Methylobacterium

Proteobacteria

Thermoanaerobacterales Family III. Incertae Sedis

Bacillus subtilis subsp. subtilisFirmicutes

uncultured bacterium

Propionibacterium acnes

Bacteria

cellular organisms

root
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Low complexity

Not assigned

Cloning vector pO6T

synthetic constructartificial sequences

unclassified sequences

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Viruses

Hordeum vulgare subsp. vulgare

Oryza sativa Japonica Group
BEP clade

Vitis vinifera

Arabidopsis

Glycine max

rosids

Solanum lycopersicum

core eudicotyledons

Magnoliophyta

Picea glauca

Spermatophyta

Physcomitrella patens

Embryophyta

Helicosporidium sp. ex Simulium jonesi

Micromonas sp. RCC299

Chlamydomonas reinhardtii

Chlorophyta

Viridiplantae

Aphanomyces euteiches

Thalassiosira pseudonana CCMP1335

Bacillariophycidae
Bacillariophyta

stramenopiles

Chlorarachniophyceae

Caenorhabditis elegans

Pristionchus
Chromadorea

Culex quinquefasciatus

Stegomyia
Culicinae

Anopheles gambiae

Culicidae

Drosophila melanogaster

Drosophila ananassae
melanogaster group

Diptera

Obtectomera

Endopterygota

Caligidae

Litopenaeus vannamei

Lynceus sp. 'Lyn'

Crustacea

Pancrustacea

Ixodes scapularis

Arthropoda

Xenopus laevis

Gallus gallus

Bos taurus

Ailuropoda melanoleuca
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae

Hominoidea

Papio

Macaca mulatta
Cercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculus domesticusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Amniota

Tetrapoda

Salmoninae

Percomorpha
Euteleostei

Euteleostomi

Branchiostoma floridae

Chordata

Coelomata

Bilateria

Early diverging fungal lineages

Ustilaginomycotina

Filobasidiella/Cryptococcus neoformans species complex

Schizophyllum commune H4-8

Coprinopsis cinerea okayama7#130
Agaricales

Agaricomycotina
Basidiomycota

Schizosaccharomyces pombe

Schizosaccharomyces japonicus yFS275
Schizosaccharomyces

Saccharomycetaceae

Candida

Millerozyma farinosa CBS 7064

Saccharomycetales

Podospora anserina S mat+

Thielavia terrestris NRRL 8126
Sordariales

Gibberella zeae PH-1

Sordariomycetes

Sclerotinia sclerotiorum 1980 UF-70

sordariomyceta

Uncinocarpus reesii 1704

Trichophyton
Onygenales

Penicillium

Aspergillus
mitosporic Trichocomaceae

Aspergillus nidulans FGSC A4

Trichocomaceae

Eurotiomycetidae

Pyrenophora teres f. teres 0-1

Phaeosphaeria nodorum SN15
Pleosporineae

leotiomyceta

saccharomyceta

Ascomycota

Dikarya
Fungi

Salpingoeca

Monosiga brevicollis MX1
Choanoflagellida

Opisthokonta

Naegleria gruberi strain NEG-M

Trypanosoma

uncultured eukaryote

Rhodomonas sp. CCMP768

Goniomonas
Cryptophyta

Hartmannellidae

Physarum polycephalum

Vannella septentrionalis

Platyamoeba placida

Clydonella

Vannellidae

Amoebozoa

Perkinsus marinus ATCC 50983

Pfiesteria piscicida

uncultured dinoflagellate
Dinophyceae

Metopus es

Apicomplexa

Alveolata

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1
Xanthomonadaceae

Pseudomonas mendocina NK-01

Pseudomonas aeruginosa
Pseudomonas aeruginosa group

Acinetobacter baumannii

Pseudomonadales

Oceanospirillales

Escherichia coli

Alteromonadales

Gammaproteobacteria

Acidovorax

Ralstonia pickettii 12J

Ralstonia pickettii 12D
Ralstonia pickettii

Burkholderia cepacia complex

Burkholderiaceae
Burkholderiales

Sphingomonadaceae

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Mesorhizobium

Methylobacterium populi BJ001

Methylobacterium extorquensMethylobacterium

Bradyrhizobium

Rhizobiales
Alphaproteobacteria

Proteobacteria

Bacillus subtilis subsp. subtilis str. 168

uncultured bacterium

Nostoc

Microcystis sp. BC 8401

Microcystis aeruginosa PCC 7806

Microcystis aeruginosa NIES-843

Microcystis aeruginosa NIES-298
Microcystis aeruginosa

uncultured Microcystis sp.

Microcystis

Cyanothece sp. PCC 7822

Chroococcales

Cyanobacteria

Flavobacteriia

Streptomyces

Propionibacterium acnes

Corynebacterium

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

synthetic construct

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Viruses

Triticeae

Oryza sativa Japonica Group
BEP clade

Vitis vinifera

Glycine max
rosids

lamiids

core eudicotyledons

Magnoliophyta

Picea glauca

Spermatophyta

Physcomitrella patens

Embryophyta

Micromonas sp. RCC299

Viridiplantae

Aureococcus anophagefferens

Phytophthora

Bacillariophyta

stramenopiles

Cercozoa

Cnidaria

Caenorhabditis briggsae

Diplogasterida
Chromadorea

Culicidae

Drosophila ananassae
Diptera

Nymphalidae

Bombyciformes
Obtectomera

Endopterygota

Scylla paramamosain

Pancrustacea

Ixodes scapularis

Arthropoda

Mollusca

Protostomia

Xenopus

Phasianidae

Sus scrofa

Bovidae
Cetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Papio anubis

Macaca mulatta
Cercopithecinae

Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Amniota

Tetrapoda

Salmoninae

Percomorpha
Euteleostei

Euteleostomi

Branchiostoma floridae

Chordata

Coelomata

Platyhelminthes

Bilateria

Eumetazoa

Sporisorium reilianum SRZ2

Filobasidiella/Cryptococcus neoformans species complex

Coprinopsis cinerea okayama7#130
Agaricomycotina

Basidiomycota

Saccharomycetaceae

Debaryomycetaceae
Saccharomycetales

Tuber melanosporum Mel28

Sordariaceae

Nectriaceae
Sordariomycetes

Sclerotiniaceae

sordariomyceta

Arthrodermataceae

Aspergillus
Eurotiomycetidae

Pleosporineae

leotiomyceta

Pezizomycotina

saccharomyceta

Dikarya

Monosiga brevicollis MX1

Opisthokonta

Kinetoplastida

Rhodomonas sp. CCMP768

Physarum polycephalum

Vannella septentrionalis

Neoparamoeba perurans

Neoparamoeba pemaquidensis

Neoparamoeba branchiphila

Neoparamoeba

Flabellinea
Amoebozoa

Perkinsus marinus ATCC 50983

Pfiesteria piscicida

uncultured dinoflagellate
Dinophyceae

Metopus es

Sarcocystidae

Alveolata

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Stenotrophomonas maltophilia

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Acinetobacter baumannii

Pseudomonadales

Escherichia coli

Pseudoalteromonas

Gammaproteobacteria

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Variovorax paradoxus

Delftia

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12D
Ralstonia pickettii
Ralstonia

Cupriavidus

Burkholderia lata

Burkholderiaceae

Burkholderiales

Sphingomonadaceae

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Methylobacterium populi BJ001

Methylobacterium extorquensMethylobacterium

Ochrobactrum anthropi ATCC 49188

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110
Bradyrhizobium japonicum

Rhizobiales
Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Staphylococcus

Bacillus subtilis subsp. subtilis str. 168

Alicyclobacillus acidocaldarius subsp. acidocaldarius DSM 446

Bacillales
Firmicutes

uncultured bacterium HF4000_16C08

uncultured bacterium
environmental samples <Bacteria>

Flavobacteriaceae

Propionibacterium acnes

Micrococcineae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic construct
artificial sequences

Enterobacteria phage S13

Enterobacteria phage phiX174Enterobacteria phage phiX174 sensu lato
Viruses

Triticum aestivum

eudicotyledons
MagnoliophytaViridiplantae

Arthropoda

Bos taurus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Mus musculus domesticus

Leporidae
Glires

Euarchontoglires

Afrotheria

Eutheria

Elopocephala

Euteleostomi
Coelomata

Sordariomycetes

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonadaceae

Pseudomonas aeruginosa group

Acinetobacter baumannii
Pseudomonadales

Escherichia coli

Gammaproteobacteria

Acidovorax

Ralstonia pickettii 12J

Ralstonia pickettii 12D
Ralstonia pickettii

Burkholderia cepacia complex

Burkholderiaceae
Burkholderiales

Agrobacterium tumefaciens str. C58

Methylobacterium populi BJ001

Methylobacterium extorquens groupMethylobacterium

Bradyrhizobium

Rhizobiales

Proteobacteria

Bacillus subtilis subsp. subtilis str. 168

Thermaceae

Propionibacterium acnes

Corynebacterium
Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic construct
artificial sequences

uncultured organism

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

dsDNA viruses, no RNA stage

Viruses

Triticeae

Vitis vinifera

Gossypium

Arabidopsis thaliana
malvids

Rosaceae

Populus trichocarpa

Ricinus communis
Malpighiales

Quercus

Fagus sylvatica

Castanea crenata

Fagaceae

Medicago truncatula

Glycine max

Lotus japonicus

Pisum sativum

Papilionoideae

fabids

rosids

Solanum lycopersicum

core eudicotyledons
Magnoliophyta

Pinaceae

SpermatophytaViridiplantae

Rhodophyta

Culex quinquefasciatus

Sus scrofa

Bos taurus
Cetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Papio anubis

Macaca mulatta
Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticus
Murinae

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Cypriniformes

Euteleostomi
Coelomata

Chionosphaera cuniculicola

Chionosphaera apobasidialis
Chionosphaera

Agaricomycotina

Basidiomycota

Saccharomyces cerevisiae

Komagataella pastoris CBS 7435

Dekkera bruxellensis

Saccharomycetaceae

Pichia membranifaciens

Candida norvegica

Brettanomyces custersianus
mitosporic Saccharomycetales

Saccharomycetales

Chaetomiaceae

Ophiostoma

Sporothrix schenckiiOphiostomataceae

Sordariomycetidae

Hypocreales

Colletotrichum coccodes
Hypocreomycetidae

Sordariomycetes

saccharomyceta

Dikarya

Opisthokonta

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas mendocina NK-01

Acinetobacter baumannii
Pseudomonadales

Escherichia coli NA114

Dichelobacter nodosus VCS1703A

Gammaproteobacteria

Methylibium petroleiphilum PM1

Variovorax paradoxus S110

Variovorax paradoxus EPS
Variovorax paradoxus

Delftia

Alicycliphilus denitrificans K601

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus

Burkholderia xenovorans LB400

Burkholderia phytofirmans PsJN

Burkholderia cenocepacia

Burkholderia

Burkholderiaceae

Burkholderiales

Sphingomonadaceae

Wolbachia endosymbiont strain TRS of Brugia malayi

Neoasaia chiangmaiensis

Gluconobacter oxydans 621H

Gluconacetobacter xylinus NBRC 3288

Gluconacetobacter diazotrophicus PAl 5
Gluconacetobacter

Acetobacter aceti

Acetobacter pasteurianusAcetobacter

Acetobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Phyllobacteriaceae

Methylobacterium populi BJ001

Methylobacterium extorquens groupMethylobacterium

Ochrobactrum anthropi ATCC 49188

Bradyrhizobium

Rhizobiales

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Streptococcus

Leuconostoc

Lactobacillus

Lactobacillales

Staphylococcus

Bacillus subtilis subsp. subtilis str. 168

Bacillus azotoformans
Bacillus

Bacillales

Bacilli
Firmicutes

uncultured bacterium

Elusimicrobium minutum Pei191

Meiothermus

Niastella koreensis GR20-10

Chitinophaga sp. Z3NS-266

Chitinophaga pinensis DSM 2588
Chitinophaga

Chitinophagaceae

uncultured Sphingobacteria bacterium

Sphingobacteriia

Flavobacterium johnsoniae UW101

Cytophaga hutchinsonii ATCC 33406

Bacteroidales

Bacteroidetes

Propionibacterium acnes

Rothia dentocariosa ATCC 17931

Micrococcus luteus NCTC 2665
Micrococcaceae

Microbacterium testaceum StLB037

Microbacterium oxydansMicrobacterium

Clavibacter michiganensis subsp. tessellarius

Microbacteriaceae

Micrococcineae

Gordonia bronchialis DSM 43247

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

uncultured microorganism
environmental samples <unclassified>

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

Caudovirales
dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivum

Oryza sativa Japonica Group
BEP clade

Poaceae

Gossypium hirsutum

Corchorus olitorius
Malvaceae

Brassica juncea

malvids

Ricinus communis

Quercus
fabids

rosids

Rumex acetosa

Sesamum indicum

core eudicotyledons

Magnoliophyta

Pinus <subgenus>

SpermatophytaViridiplantae

Aphanomyces euteiches

Plasmodiophora brassicae

Culex quinquefasciatus

Tyrophagus putrescentiae
Arthropoda

Sauria

Sus scrofa

Bovidae
Cetartiodactyla

Canis lupus familiaris

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Afrotheria

Eutheria

Amniota

Coelomata

Malassezia globosa CBS 7966

Agaricales
Basidiomycota

Saccharomycetales

Sordaria macrospora k-hell

Nectriaceae
Sordariomycetes

Dothideomycetes

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

uncultured soil eukaryote

uncultured eukaryote
environmental samples <Eukaryotae>

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria (miscellaneous)

Brachyspira

Xanthomonas campestris

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Candidatus Competibacter phosphatis

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas nitroreducens

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter sp. PRwf-1

Psychrobacter sanguinis

Psychrobacter cryohalolentis K5

Psychrobacter arcticus 273-4

Psychrobacter

Moraxella osloensis

Moraxella atlantaeMoraxella <subgenus>

Moraxella catarrhalis

Moraxella

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter baumannii AYE

Acinetobacter

Moraxellaceae

uncultured Pseudomonadales bacterium

Pseudomonadales

Pasteurellaceae

Oceanospirillales

uncultured gamma proteobacterium

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Allochromatium vinosum DSM 180
Chromatiales

Shewanella

Marinobacter
Alteromonadales

Aeromonas hydrophila subsp. hydrophila ATCC 7966

Gammaproteobacteria

Cystobacterineae

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. BH72

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472
Neisseriaceae

Methylophilaceae

Thiobacillus denitrificans ATCC 25259

uncultured beta proteobacterium

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

uncultured Burkholderiales bacterium

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Comamonas testosteroni

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. CCGE1001

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Micavibrio aeruginosavorus ARL-13

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Azospirillum

Gluconacetobacter
Rhodospirillales

Rhodobacter

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Sinorhizobium meliloti

Rhizobium leguminosarum bv. trifolii WSM1325

Agrobacterium tumefaciens

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris DX-1

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110
Bradyrhizobium japonicum

Bradyrhizobium
Bradyrhizobiaceae

Methylocella silvestris BL2

Rhizobiales

environmental samples <alpha subdivision>

Phenylobacterium

Caulobacter

Brevundimonas subvibrioides ATCC 15264

Brevundimonas diminutaBrevundimonas

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Selenomonadales

Thermoanaerobacterium

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Lachnospiraceae

ClostridiumClostridiales

Clostridia

Streptococcus

Lactobacillus crispatus ST1Lactobacillales

Staphylococcus epidermidis

Staphylococcus aureusStaphylococcus

Geobacillus thermoleovorans CCB_US3_UF5

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured soil bacterium

uncultured bacterium zdt-44a23

uncultured bacterium HF0010_04H24

uncultured bacterium

environmental samples <Bacteria>

Meiothermus silvanus DSM 9946

Deinococcus deserti VCD115
Deinococci

Sphingobacterium sp. 21

Pedobacter saltans DSM 12145

Pedobacter heparinus DSM 2366Pedobacter
Sphingobacteriaceae

Chitinophagaceae

Sphingobacteriales

Flavobacteriaceae bacterium 3519-10

Riemerella anatipestifer

Flavobacterium johnsoniae UW101

Elizabethkingia meningoseptica

Flavobacteriaceae

Bacteroidales

Bacteroidetes

Rubrobacteridae

Bifidobacterium

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Microlunatus phosphovorus NM-1

Propionibacteriaceae

Nocardioides sp. JS614

Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter
Micrococcaceae

Microbacterium testaceum StLB037

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Frankineae

Rhodococcus

Mycobacterium vanbaalenii PYR-1

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteridae
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Caudovirales

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Rumex acetosa

lamiids

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Endopterygota

Tyrophagus putrescentiaeArthropoda

Phasianidae

Sus scrofa

Ailuropoda melanoleuca

Canis lupus familiarisCaniformia
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculusMurinae

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycotinaBasidiomycota

Sordaria macrospora k-hell

NectriaceaeSordariomycetes

Dothideomycetes

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. phaseolicola 1448A

Pseudomonas syringae pv. syringae B728a

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Halomonadaceae

Methylococcus capsulatus str. Bath

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Acidithiobacillus

Gammaproteobacteria

Myxococcaceae

GeobacterDeltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chungbukense

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Azospirillum

AcetobacteraceaeRhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum bv. viciae 3841

Rhizobium leguminosarum bv. trifoliiRhizobium leguminosarum

Rhizobium etli CFN 42

Rhizobium

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens DM4

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisA53Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000

Caulobacter sp. K31

Caulobacter segnis ATCC 21756

Caulobacter

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Gemmata obscuriglobus

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Clostridium lentocellum DSM 5427

ClostridiumClostridiales

Clostridia

Streptococcus

Lactobacillus crispatus ST1Lactobacillales

Staphylococcus epidermidis

Geobacillus thermoglucosidasius C56-YS93

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium zdt-25h12

uncultured bacteriumenvironmental samples <Bacteria>

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus

Deinococci

Sphingobacteriales

Flavobacteriaceae

Cytophagaceae

Bacteroidales

Bacteroidetes

Rubrobacteridae

Streptosporangineae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes ATCC 11828

Nocardioides sp. JS614Propionibacterineae

Micromonosporaceae

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Micrococcaceae

Clavibacter michiganensis

Intrasporangiaceae

Brachybacterium faecium DSM 4810

Micrococcineae

Frankia

Rhodococcus

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Siphoviridae

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Rumex acetosa

lamiids

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Diptera

AcaridaeArthropoda

Gallus gallus

Sus scrofa

Caniformia
Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae
Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini

Mus musculus

Leporidae
Glires

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycetidaeBasidiomycota

Saccharomycetales

Sordaria macrospora k-hell

NectriaceaeSordariomycetes

Kabatiella microsticta

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas spadix BD-a59

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringaePseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Oceanospirillales

Serratia

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Aeromonas

Gammaproteobacteria

Myxococcaceae

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus

pseudomallei group

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia sp. CCGE1002

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

unclassified Alphaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Azospirillum brasilense

AcidiphiliumRhodospirillales

Paracoccus

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum bv. trifolii WSM2304

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium

Caulobacter

Brevundimonas

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Clostridium lentocellum DSM 5427

ClostridiumClostridiales

Clostridia

Streptococcus thermophilus

Lactobacillus crispatus ST1Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Cyanobacteria

Flavobacteriaceae

BacteroidalesBacteroidetes

Rubrobacteridae

Streptomyces

Saccharopolyspora erythraea NRRL 2338

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Nocardioides sp. JS614

Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Microbacterium

Clavibacter michiganensisMicrobacteriaceae

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Micrococcineae

Frankia

Rhodococcus erythropolis PR4

Nocardia farcinica IFM 10152Nocardiaceae

Mycobacterium abscessus

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

unclassified SiphoviridaedsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Rumex acetosacore eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culicidae

Tyrophagus putrescentiae

RhizoglyphusAcaridae
Arthropoda

Sauria

Sus scrofa

BovidaeCetartiodactyla

Caniformia

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Mus musculus domesticus

Oryctolagus cuniculusGlires

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Sordariales

Gibberella fujikuroiSordariomycetes

Dothideomycetes

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. phaseolicola 1448A

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Pasteurellaceae

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Aeromonas

Gammaproteobacteria

Myxococcaceae

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum CFBP2957

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Rhodospirillum centenum SW

Azospirillum sp. B510Rhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacter

Starkeya novella DSM 506

Sinorhizobium

Rhizobium leguminosarum bv. trifolii WSM2304

Agrobacterium tumefaciens

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium loti MAFF303099

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4
Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Brucellaceae

Rhodopseudomonas palustris DX-1

Nitrobacter hamburgensis X14

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Beijerinckiaceae

Rhizobiales

Phenylobacterium

Caulobacter sp. K31

Caulobacter segnis ATCC 21756
Caulobacter

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

ClostridiumClostridiales

Clostridia

Streptococcus salivarius

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus radiodurans R1

Deinococci

Cyanobacteria

Chitinophagaceae

Flavobacteriaceae

Bacteroidales

Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Nocardioides sp. JS614Propionibacterineae

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Microbacterium testaceum StLB037

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae
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Rhodococcus

Mycobacterium avium

Gordonia bronchialis DSM 43247
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Corynebacterium diphtheriae
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

environmental samples <unclassified>

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Siphoviridae
dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

Ricinus communis

Fagaceae
fabids

Rumex acetosa

asterids

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culicidae

Acaridae
Arthropoda

Sauria

Sus scrofa

Ailuropoda melanoleuca
Laurasiatheria

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata

Exobasidiomycetes

Agaricomycetes
Basidiomycota

Saccharomycetales

Sordaria macrospora k-hell

Hypocreales
Sordariomycetes

Dothideomycetes

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Serratia

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae
Enterobacter

Enterobacteriaceae

Alteromonadales

Aeromonas

Gammaproteobacteria

Deltaproteobacteria

Thauera sp. MZ1T

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Neisseriaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia acidovorans SPH-1

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum GMI1000

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus

Burkholderia glumae BGR1

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex
Burkholderia

Burkholderiaceae

Bordetella avium 197N

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Sphingomonadaceae

Azospirillum

Acetobacteraceae
Rhodospirillales

Rhodobacteraceae

Starkeya novella DSM 506

Sinorhizobium

Rhizobium leguminosarum

Rhizobium etli
Rhizobium

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter

Brevundimonas

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Finegoldia magna ATCC 29328

ClostridiaceaeClostridiales

Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Flavobacteriaceae

Streptomyces

Propionibacterium acnes

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacterium testaceum StLB037

Intrasporangium calvum DSM 43043

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247
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Low complexity

Not assigned

Cloning vector pT3

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Triticum aestivum

Ricinus communis

Rumex acetosa

Sesamum indicum

core eudicotyledons
MagnoliophytaViridiplantae

Aphanomyces euteiches

Neoptera

Gallus gallus

Cetartiodactyla

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires
Eutheria

Amniota
Coelomata

Sordariales

Nectriaceae
Sordariomycetes

Opisthokonta

Bodo saltans

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. phaseolicola 1448A

Pseudomonas syringae pv. syringae B728a

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii AYE

Pseudomonadales

Salmonella enterica

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Dickeya

Cronobacter

Enterobacteriaceae

Chromatiales

Dichelobacter nodosus VCS1703A

Shewanella

Gammaproteobacteria

Deltaproteobacteria

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylophilaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingobium

Novosphingobium aromaticivorans DSM 12444Sphingomonadaceae

Azospirillum

Rhodobacteraceae

Xanthobacteraceae

Sinorhizobium fredii group

Rhizobium leguminosarum

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium loti MAFF303099

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium

Ochrobactrum

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter sp. K31

Alphaproteobacteria

Proteobacteria

Fusobacteriales

Caldicellulosiruptor

Thermoanaerobacteraceae
Thermoanaerobacterales

Clostridium

Clostridia

Lactococcus lactis subsp. cremoris

Lactobacillus
Lactobacillales

Staphylococcus epidermidis

Geobacillus stearothermophilus

Bacillus subtilis subsp. subtilis str. 168

Bacillus subtilis subsp. spizizenii str. W23Bacillus subtilis

Bacillus coagulans

Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium zdt-25h12

uncultured bacteriumenvironmental samples <Bacteria>

Thermus

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Sphingobacteriales

FlavobacteriaceaeBacteroidetes

Streptomyces

Propionibacterium acnes ATCC 11828

Micromonosporaceae

Micrococcus luteus NCTC 2665

Microbacterium testaceum StLB037Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Caudovirales
dsDNA viruses, no RNA stage

Viruses

Panicoideae

Triticum aestivum
Poaceae

Rumex acetosa

Sesamum indicumcore eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Sus scrofa

Ailuropoda melanoleuca
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Euarchontoglires

Eutheria
Coelomata

Saccharomycetales

Gibberella
saccharomyceta

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Halobacteriaceae
Euryarchaeota

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas savastanoi
Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Salmonella enterica

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Acidithiobacillus

Gammaproteobacteria

Deltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860Acidovorax

Comamonadaceae

Ralstonia syzygii R24

Ralstonia solanacearum CFBP2957

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Ralstonia eutropha JMP134

Cupriavidus necatorCupriavidus

Burkholderia pseudomallei

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

SphingobiumSphingomonadaceae

Azospirillum sp. B510

Azospirillum brasilenseAzospirillum

Rhodobacteraceae

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Agrobacterium vitis S4

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

Caulobacter

Asticcacaulis excentricus CB 48
Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Clostridiales

Clostridia

Streptococcus

Lactobacillus
Lactobacillales

Staphylococcus epidermidis

Geobacillus thermoleovorans CCB_US3_UF5

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Flavobacteriaceae

Rubrobacter xylanophilus DSM 9941

Streptomyces

Propionibacterium acnes

Micrococcus luteus NCTC 2665

Microbacterium testaceum StLB037
Micrococcineae

Frankia

Rhodococcus erythropolis PR4

Mycobacterium

Corynebacterium

Corynebacterineae

Actinomycetales

Actinobacteria
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

unclassified SiphoviridaedsDNA viruses, no RNA stage

Viruses

Zea mays

Triticum aestivumPoaceae

Ricinus communis

Rumex acetosa

Sesamum indicum

Apiineaeasterids

core eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Gallus gallus

Sus scrofa

PecoraCetartiodactyla

Canis lupus familiaris

Laurasiatheria

Pan troglodytes

Homo sapiensHomininae

Macaca mulatta
Catarrhini

Murinae

Euarchontoglires

Eutheria
Amniota

Coelomata

Pucciniomycotina

Saccharomycetales

Gibberellasaccharomyceta
Dikarya

Opisthokonta

Trypanosomatidae

Eukaryota

Methanocaldococcus sp. FS406-22

Methanocaldococcus jannaschii DSM 2661Methanocaldococcus

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. phaseolicola 1448APseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Cellvibrio japonicus Ueda107

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Salmonella enterica

Pantoea vagans C9-1

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Cronobacter sakazakii ATCC BAA-894

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mixThioalkalivibrio

Gammaproteobacteria

Deltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Dechlorosoma suillum PS

Azoarcus sp. KH32CRhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylophilaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Pelomonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum IPO1609

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia thailandensis E264

Burkholderia pseudomalleipseudomallei group

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Novosphingobium aromaticivorans DSM 12444
Sphingomonadaceae

Azospirillum brasilense

AcetobacteraceaeRhodospirillales

Rhodobacter sphaeroides

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum bv. trifolii

Agrobacterium vitis S4

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobiaceae

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53Rhodopseudomonas palustris

Oligotropha carboxidovorans

Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter crescentus NA1000

Caulobacter segnis ATCC 21756Caulobacter

Brevundimonas subvibrioides ATCC 15264

Asticcacaulis excentricus CB 48

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

ClostridiumClostridiales

Clostridia

Streptococcus

Lactococcus lactisStreptococcaceae

Lactobacillus casei
Lactobacillales

Staphylococcus epidermidis

Geobacillus thermoglucosidasius C56-YS93

Geobacillus sp. WCH70Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Alicyclobacillus acidocaldarius subsp. acidocaldarius Tc-4-1

Bacillales

Bacilli

Firmicutes

uncultured bacterium zdt-25h12

uncultured bacteriumenvironmental samples <Bacteria>

Meiothermus silvanus DSM 9946

DeinococcusDeinococci

Flavobacteriaceae

Rubrobacteridae

Nocardiopsis dassonvillei subsp. dassonvillei DSM 43111

Streptomyces

Propionibacterium acnes ATCC 11828

Rothia

Micrococcus luteus NCTC 2665Micrococcaceae

Microbacterium testaceum StLB037

LeifsoniaMicrobacteriaceae

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

CaudoviralesdsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum monococcum

Triticum aestivumTriticum

Poaceae

Ricinus communis

Rumex acetosa

Sesamum indicum

core eudicotyledons

Magnoliophyta

Pinus taeda

Spermatophyta

Chlorophyta

Viridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Tyrophagus putrescentiaeArthropoda

Sauria

Sus scrofa

Bos taurusCetartiodactyla

Carnivora

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Macaca mulatta

Catarrhini
Simiiformes

Rattus norvegicus

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

Agaricales

CeratobasidiaceaeAgaricomycetes
Basidiomycota

Sordaria macrospora k-hell

GibberellaSordariomycetes

Leotiomycetes

sordariomyceta

Pleosporineae

DothideomycetidaeDothideomycetes

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

uncultured eukaryote

Amoebozoa

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Spirochaetales

Xanthomonas axonopodis pv. citri str. 306

Xanthomonas campestris

Xanthomonas albilineans GPE PC73

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. phaseolicola 1448A

Pseudomonas syringae pv. syringae B728a

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Pasteurellaceae

Halomonadaceae

Methylococcaceae

environmental samples <gamma proteobacteria>

Salmonella enterica subsp. enterica

Pectobacterium

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mix
Thioalkalivibrio

Allochromatium vinosum DSM 180

Chromatiales

Shewanella

Aeromonas

Gammaproteobacteria

Anaeromyxobacter

DesulfuromonadalesDeltaproteobacteria

unclassified Betaproteobacteria

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. BH72

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum

Azospirillum sp. B510

Azospirillum brasilense Sp245Azospirillum
Rhodospirillaceae

Acidiphilium

Rhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Starkeya novella DSM 506

Sinorhizobium fredii

Rhizobium etli

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisB18Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter sp. K31

Caulobacter segnis ATCC 21756Caulobacter

Brevundimonas subvibrioides ATCC 15264

Asticcacaulis excentricus CB 48

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Faecalibacterium prausnitzii

Clostridium lentocellum DSM 5427

Finegoldia magna ATCC 29328

Anaerococcus prevotii DSM 20548Clostridiales Family XI. Incertae Sedis

Clostridium beijerinckii NCIMB 8052

Clostridiales

Clostridia

Streptococcus

Lactococcus lactis subsp. lactisStreptococcaceae

Lactobacillus

Lactobacillales

Staphylococcus epidermidis

Paenibacillus

Geobacillus sp. WCH70

Bacillus subtilis subsp. subtilis str. 168

Bacillus megaterium

Bacillus coagulans 2-6

Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Cyanobacteria

Flavobacterium columnare ATCC 49512

Spirosoma linguale DSM 74

Bacteroides

Bacteroidetes

Rubrobacteridae

Streptosporangineae

Streptomyces

Propionibacterium acnes ATCC 11828

Nocardioides sp. JS614Propionibacterineae

Micromonosporaceae

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Microbacterium testaceum StLB037

Leifsonia xyli subsp. xyli str. CTCB07

Clavibacter michiganensis

Microbacteriaceae

Intrasporangium calvum DSM 43043

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Frankineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium diphtheriae

Corynebacterium aurimucosum ATCC 700975Corynebacterium

Corynebacterineae

Actinomycetaceae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root

Supplemental Figure S76: SRR1521419



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Caudovirales
dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Malpighiales

Rumex acetosacore eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Hexapoda

AcaridaeArthropoda

Gallus gallus

Sus scrofa

Bos taurusCetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Sordaria macrospora k-hell

Dothideomycetidaeleotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Aeromonadaceae

Gammaproteobacteria

Myxococcales

DesulfovibrioDeltaproteobacteria

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Rhodocyclaceae

Neisseriaceae

Methylophilaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Azospirillum

AcetobacteraceaeRhodospirillales

Rhodobacter

Xanthobacter autotrophicus Py2

Azorhizobium caulinodans ORS 571Xanthobacteraceae

Sinorhizobium fredii

Rhizobium leguminosarum bv. trifolii

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium loti MAFF303099

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

ClostridiumClostridiales

Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus thermoglucosidasius C56-YS93

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Sphingobacteriales

FlavobacteriaceaeBacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Nocardioides sp. JS614

Propionibacterineae

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Micrococcaceae

Microbacteriaceae

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Micrococcineae

Frankineae

Rhodococcus

Mycobacterium smegmatis str. MC2 155

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

SiphoviridaedsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum urartu

Triticum turgidum

Triticum monococcum

Triticum durum

Triticum dicoccoides

Triticum aestivum

Triticum

Secale cereale

Hordeum vulgare subsp. vulgare

Aegilops tauschii

Triticeae

Brachypodium distachyon

Pooideae

Oryza

BEP clade
Poaceae

malvids

Papilionoideae
rosids

Rumex acetosa

Solanoideae

Sesamum indicum
lamiids

core eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Neoptera

Tyrophagus putrescentiae
Arthropoda

Gallus gallus

Sus scrofa

Bos taurus
Cetartiodactyla

Carnivora

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Papio anubis

Macaca mulatta
Cercopithecinae

Catarrhini

Rattus norvegicus

Mus musculusMurinae

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

Agaricomycetes
Basidiomycota

Candida

Sordaria macrospora k-hell

Hypocreales
Sordariomycetes

Dothideomycetidae

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas axonopodis pv. citri str. 306

Xanthomonas campestris

Xanthomonas albilineans GPE PC73

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728a
Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumannii AYEMoraxellaceae

Pseudomonadales

Haemophilus parainfluenzae T3T1

Halomonadaceae

Klebsiella pneumoniae

Klebsiella oxytoca KCTC 1686
Klebsiella

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Citrobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Allochromatium vinosum DSM 180
Chromatiales

Aeromonas

Gammaproteobacteria

Myxococcales

Thauera

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Thiobacillus denitrificans ATCC 25259

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Comamonas

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia thailandensis E264

Burkholderia pseudomallei
pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

unclassified Alphaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Rhodospirillum centenum SW

Azospirillum sp. B510

Azospirillum brasilenseAzospirillum
Rhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Sinorhizobium meliloti

Sinorhizobium fredii HH103
Sinorhizobium

Rhizobium leguminosarum bv. trifolii

Rhizobium etli CFN 42
Rhizobium

Agrobacterium tumefaciens

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisA53Rhodopseudomonas palustris

Oligotropha carboxidovorans

Nitrobacter

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter segnis ATCC 21756

Brevundimonas

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

ClostridiumClostridiales

Clostridia

Streptococcus

Lactococcus lactis subsp. lactis
Streptococcaceae

Lactobacillus helveticus

Lactobacillus crispatus ST1Lactobacillus

Lactobacillales

Staphylococcus haemolyticus

Staphylococcus epidermidisStaphylococcus

Paenibacillus

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus subtilis subsp. spizizeniiBacillus subtilis

Bacillus coagulans 2-6

Bacillus cereus group

Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Cyanobacteria

Sphingobacteriales

BacteroidesBacteroidetes

Rubrobacter xylanophilus DSM 9941

Gardnerella vaginalis

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes ATCC 11828

Nocardioides sp. JS614
Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacterium testaceum StLB037

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Nakamurella multipartita DSM 44233

Rhodococcus erythropolis PR4

Mycobacterium smegmatis str. MC2 155

Gordonia bronchialis DSM 43247

Corynebacterium kroppenstedtii DSM 44385

Corynebacterium diphtheriae

Corynebacterium aurimucosum ATCC 700975

Corynebacterium

Corynebacterineae

Actinomycetales

Actinobacteridae
Actinobacteria

Bacteria

cellular organisms

root

Supplemental Figure S78: SRR1521421



Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Triticum aestivum

fabids

Rumex acetosacore eudicotyledons
MagnoliophytaViridiplantae

Endopterygota

Phasianidae

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Euarchontoglires

Eutheria
Amniota

Clupeocephala

Euteleostomi
Coelomata

Sordariales

Nectriaceae
Sordariomycetes

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia
Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas stutzeri A1501Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Gammaproteobacteria

Desulfuromonadales

Dechlorosoma suillum PS

AzoarcusRhodocyclaceae

Neisseriaceae

Methylophilaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1
Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum Po82

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia sp. YI23

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

SphingobiumSphingomonadaceae

Azospirillum brasilense Sp245

Rhizobium etli

Agrobacterium vitis S4

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Mesorhizobium opportunistum WSM2075

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

Caulobacter crescentus NA1000

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus thermoglucosidasius C56-YS93

Bacillus subtilis subsp. subtilis str. 168

Bacillus subtilis subsp. spizizeniiBacillus subtilis

Bacillus coagulans

Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus radiodurans R1

Deinococci

Bacteroides vulgatus ATCC 8482

Pseudonocardiaceae

Propionibacterium acnes

Micrococcaceae

Microbacterium testaceum StLB037Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

Cloning vector pT3

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

CaudoviralesdsDNA viruses, no RNA stage

Viruses

Triticum aestivum

fabids

Rumex acetosa

Sesamum indicum

core eudicotyledons
Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

stramenopiles

Culex quinquefasciatus

Neognathae

Sus scrofa

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini

Rattus norvegicus

Mus musculusMurinae

Oryctolagus cuniculus

Glires

Euarchontoglires
Eutheria

Amniota
Coelomata

Gibberella

Opisthokonta

Bodo saltans

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. phaseolicolaPseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Psychrobacter

Acinetobacter calcoaceticus

Acinetobacter baumanniiAcinetobacter calcoaceticus/baumannii complex
Moraxellaceae

Pseudomonadales

Haemophilus parainfluenzae T3T1

Pantoea vagans C9-1

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Ectothiorhodospiraceae

Gammaproteobacteria

Myxococcales

Azoarcus

Neisseria meningitidis

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylophilaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia sp. CCGE1002

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

SphingobiumSphingomonadaceae

Azospirillum brasilense

Xanthobacter autotrophicus Py2

Sinorhizobium fredii

Rhizobium

Agrobacterium vitis S4

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1
Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

CaulobacterCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Clostridiales

Clostridia

Streptococcus sanguinis SK36

Streptococcus salivarius

Streptococcus pneumoniae

Streptococcus parasanguinis ATCC 15912

Streptococcus oralis Uo5

Streptococcus

Lactobacillus

Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium zdt-25h12

uncultured bacteriumenvironmental samples <Bacteria>

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Flavobacteriaceae

Prevotella melaninogenica ATCC 25845Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes ATCC 11828

Rothia mucilaginosa DY-18

Rothia dentocariosa ATCC 17931Rothia

Microbacterium testaceum StLB037

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium

Corynebacterineae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic construct
artificial sequences

uncultured organism

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Viruses

Oryza sativa Japonica Group

Corchorus olitorius
MagnoliophytaViridiplantae

Protostomia

Sauria

Cetartiodactyla

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens neanderthalensisHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Mus musculus

Euarchontoglires

Eutheria

Amniota

Coelomata

saccharomyceta

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Pseudomonas mendocina

Pseudomonas aeruginosa
Pseudomonas aeruginosa group

Acinetobacter

Pseudomonadales

Escherichia coli NA114

Gammaproteobacteria

uncultured beta proteobacterium CBNPD1 BAC clone 578

Oxalobacteraceae

Polaromonas sp. JS666

Acidovorax
Comamonadaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium

Novosphingobium aromaticivorans DSM 12444

Sphingomonadaceae

Rickettsiales

Rhodospirillales

Agrobacterium

Methylobacterium rhodinum

Methylobacterium radiotolerans JCM 2831
Methylobacterium

Bradyrhizobiaceae

Rhizobiales

Alphaproteobacteria

Proteobacteria

Megasphaera elsdenii DSM 20460

Ruminococcaceae

Streptococcus

Lactobacillus delbrueckii
Lactobacillales

Bacillus subtilis subsp. subtilis str. 168

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Chitinophaga pinensis DSM 2588

Spirosoma linguale DSM 74
Bacteroidetes

Propionibacterium acnes

Rothia mucilaginosa DY-18

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

Cloning vector pT3

synthetic constructartificial sequences

unidentified

uncultured organismunclassified sequences

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1
Viruses

Pooideae

fabids

Solanaceae

Sesamum indicumlamiids
core eudicotyledons

Magnoliophyta

Pinaceae

Spermatophyta

Chlorophyta

Viridiplantae

stramenopiles

Culicinae

Cucujiformia

Obtectomera
Endopterygota

Podoplea

CalanidaeNeocopepoda

Euphausia

AstacideaEucarida

Crustacea

Pancrustacea

Acari

Arthropoda

Sigmurethra

EuopisthobranchiaEuthyneura <gastropod>

Littorinimorpha
Gastropoda

Annelida

Protostomia

Sus scrofa

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini

Mus musculus domesticus

Mus musculus castaneusMus musculus

Euarchontoglires
Eutheria

Percomorpha

Euteleostomi

Coelomata

Sordariales

NectriaceaeSordariomycetes

Opisthokonta

Heterolobosea

Kinetoplastida

Peridiniales

GymnodiniaceaeDinophyceae

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Stenotrophomonas maltophilia

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Haemophilus parainfluenzae T3T1

uncultured gamma proteobacterium HF0500_32L01

Escherichia coli NA114

Gammaproteobacteria

Deltaproteobacteria

uncultured beta proteobacterium CBNPD1 BAC clone 578

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia acidovorans SPH-1

Alicycliphilus denitrificans

Acidovorax avenae subsp. avenae ATCC 19860

Comamonadaceae

Ralstonia pickettii

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134Cupriavidus

Burkholderia lata

Burkholderiaceae

Bordetella

Burkholderiales
Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium chlorophenolicum L-1

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Rickettsiales

Rhodospirillaceae

AcetobacteraceaeRhodospirillales

Rhodobacteraceae

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium

Phyllobacteriaceae

Methylobacterium rhodinum

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium

Brucellaceae

Rhodopseudomonas palustris

Bradyrhizobium japonicum USDA 110Bradyrhizobiaceae

Rhizobiales

Phenylobacterium

Alphaproteobacteria

Proteobacteria

Gemmata obscuriglobus

Megasphaera elsdenii DSM 20460

Megamonas hypermegale ART12/1Veillonellaceae

Erysipelotrichaceae

Thermoanaerobacterales Family III. Incertae Sedis

Ruminococcus

Faecalibacterium prausnitzii SL3/3Ruminococcaceae

Lachnospiraceae

Clostridium

Clostridiales
Clostridia

Streptococcus

Lactobacillus delbrueckii subsp. bulgaricusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured Acidobacteria bacterium

uncultured bacterium

Meiothermus silvanus DSM 9946

Niastella koreensis GR20-10

Chitinophaga pinensis DSM 2588Chitinophagaceae

Spirosoma linguale DSM 74

Prevotella

Bacteroidetes

Propionibacterium acnes

Rothia mucilaginosa DY-18

Micrococcus luteus NCTC 2665Micrococcaceae

Mycobacterium

CorynebacteriumCorynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

unidentified

uncultured organism
unclassified sequences

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Viruses

Andropogoneae

Triticum

Oryza sativa Japonica Group
BEP clade

Poaceae

Corchorus olitorius

fabids
rosids

lamiids

core eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

stramenopiles

Chromadorea

Liposcelidae

Apocrita

Culicinae

Sophophora
Diptera

Ditrysia

Endopterygota
Neoptera

Podoplea

Calanidae
Neocopepoda

Euphausia

Pleocyemata
Eucarida

Crustacea

Pancrustacea

Arachnida

Arthropoda

Sigmurethra

Limacinoidea
Euthyneura <gastropod>

Littorinimorpha

Gastropoda

Aciculata

Protostomia

Oikopleura dioica

Sauria

Sus scrofa

Ailuropoda melanoleuca
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Papio anubis

Macaca mulatta
Cercopithecinae

Catarrhini

Simiiformes

Mus musculus domesticus

Mus musculus castaneusMus musculus

Euarchontoglires

Eutheria
Amniota

Cyprinidae

Perciformes
Clupeocephala

Euteleostomi

Chordata

Coelomata

Bilateria

Agaricales

Saccharomycetales

Sordariales

Nectriaceae
Sordariomycetes

saccharomyceta
Dikarya

Opisthokonta

Heterolobosea

Euglenozoa

uncultured eukaryote

Amoebozoa

Dinophyceae

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonadaceae

Pseudomonas putida GB-1

Pseudomonas fluorescens

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Pasteurellaceae

uncultured gamma proteobacterium HF0500_32L01

Escherichia coli NA114

Gammaproteobacteria

Myxococcales

Azoarcus

Neisseriaceae

uncultured beta proteobacterium CBNPD1 BAC clone 578

uncultured beta proteobacterium
environmental samples <beta subdivision>

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1
Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860Acidovorax

Comamonadaceae

Cupriavidus necator

Burkholderia cepacia complex
Burkholderiaceae

Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Novosphingobium aromaticivorans DSM 12444

Sphingomonadaceae

Rickettsiales

Rhodospirillaceae

Acetobacteraceae
Rhodospirillales

Rhodobacteraceae

Rhizobium leguminosarum

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group

Methylobacterium rhodinum

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium

Rhodopseudomonas palustris

Bradyrhizobium japonicum
Bradyrhizobiaceae

Bartonella

Rhizobiales

Phenylobacterium

Asticcacaulis excentricus CB 48Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Selenomonas sputigena ATCC 35185

Megasphaera elsdenii DSM 20460
Veillonellaceae

Ruminococcaceae

Blautia

Clostridium

Clostridiales

Streptococcus

Leuconostocaceae

Lactobacillus delbrueckii subsp. bulgaricus

Lactobacillales

Staphylococcus

Bacillus subtilis subsp. subtilis str. 168
Bacillales

Bacilli

Firmicutes

uncultured Acidobacteria bacterium

uncultured bacterium

Meiothermus silvanus DSM 9946

Prosthecobacter

Niastella koreensis GR20-10

Chitinophaga pinensis DSM 2588Chitinophagaceae

Flavobacteriia

Spirosoma linguale DSM 74

Prevotella

Bacteroidetes

Propionibacterium acnes

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Micrococcaceae

Brachybacterium faecium DSM 4810

Micrococcineae

Corynebacterium

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

unclassified Siphoviridae
dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Fagaceae

Solanaceaecore eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Neoptera

Tyrophagus putrescentiae

RhizoglyphusAcaridae
Arthropoda

Phasianidae

Sus scrofa

CaniformiaLaurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca

Cercopithecinae

Catarrhini

Rattus norvegicus

Mus musculusMurinae

Euarchontoglires

Eutheria
Amniota

Clupeocephala

Euteleostomi

Coelomata

Malassezia globosa CBS 7966

Agaricomycetes incertae sedisBasidiomycota

Sordaria macrospora k-hell

Kabatiella microstictaleotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Acholeplasma

Xanthomonas axonopodis pv. citri str. 306

Xanthomonas campestrisXanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter cryohalolentis K5

Acinetobacter sp. ADP1

Acinetobacter baumanniiAcinetobacter
Moraxellaceae

Pseudomonadales

Pantoea

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Dickeya

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mix
Thioalkalivibrio

Alteromonadales

Aeromonas

Gammaproteobacteria

Myxococcaceae

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Azoarcus sp. BH72

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

Thiomonas sp. 3As

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Janthinobacterium sp. Marseille

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia sp. YI23

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Rhodospirillum

Azospirillum brasilense Sp245Rhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacter

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506
Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens AM1

Methylobacterium

Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53Rhodopseudomonas palustris

Nitrobacter winogradskyi Nb-255

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium

Caulobacter crescentus NA1000

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Megamonas hypermegale ART12/1

Caldicellulosiruptor

Finegoldia magna ATCC 29328

ClostridiumClostridiales
Clostridia

Streptococcus gallolyticus subsp. gallolyticus

Leuconostoc citreum KM20

Lactobacillus

Enterococcus

Lactobacillales

Staphylococcus epidermidis

Paenibacillus

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

uncultured bacterium zdt-25h12

uncultured bacteriumenvironmental samples <Bacteria>

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus radiodurans R1

Deinococcus geothermalis DSM 11300

Deinococcus deserti VCD115

Deinococcus

Deinococci

Cyanobacteria

Sphingobacterium sp. 21

Flavobacterium

Cytophagaceae

Bacteroidales

Bacteroidetes

Bifidobacteriaceae

Nocardiopsaceae

Streptomyces cattleya NRRL 8057 = DSM 46488

Pseudonocardiaceae

Propionibacterium acnes

Microlunatus phosphovorus NM-1Propionibacteriaceae

Nocardioides sp. JS614

Kribbella flavida DSM 17836Nocardioidaceae

Propionibacterineae

Micromonosporaceae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Microbacterium testaceum StLB037

Clavibacter michiganensis
Microbacteriaceae

Intrasporangiaceae

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Geodermatophilus obscurus DSM 43160

FrankiaFrankineae

Rhodococcus jostii RHA1

Rhodococcus erythropolis PR4Rhodococcus

Mycobacterium vanbaalenii PYR-1

Mycobacterium tuberculosis complexMycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium variabile DSM 44702

Corynebacterium aurimucosum ATCC 700975Corynebacterium

Corynebacterineae

Actinomycetales

Actinobacteridae

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

unclassified Siphoviridae

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Malpighiales

Rumex acetosa

Solanaceae

core eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

AcaridaeArthropoda

Neognathae

Sus scrofa

Ailuropoda melanoleucaLaurasiatheria

Cebidae

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculusMurinae

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Euteleostei

Euteleostomi

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Saccharomycetales

Sordaria macrospora k-hell

Dothideomycetidaeleotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas axonopodis pv. citri str. 306

Xanthomonas campestrisXanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Haemophilus

Pantoea

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Citrobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Aeromonadaceae

Gammaproteobacteria

Cystobacterineae

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Thiomonas sp. 3As

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia phytofirmans PsJN

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Rhodospirillum centenum SW

Azospirillum sp. B510Rhodospirillaceae

Acetobacteraceae

Rhodospirillales

Rhodobacter

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacteraceae

Sinorhizobium

Rhizobium etli

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4
Methylobacterium extorquens group

Methylobacterium

Hyphomicrobiaceae

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter segnis ATCC 21756

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Clostridium

Clostridia

Streptococcus mitis B6

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Meiothermus silvanus DSM 9946

DeinococcusDeinococci

Flavobacteriaceae

CytophagalesBacteroidetes

Rubrobacter xylanophilus DSM 9941

Bifidobacteriaceae

Streptomyces

Propionibacterium acnes

Microlunatus phosphovorus NM-1Propionibacteriaceae

Nocardioides sp. JS614

Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacterium testaceum StLB037

Clavibacter michiganensisMicrobacteriaceae

Kytococcus sedentarius DSM 20547

Brachybacterium faecium DSM 4810

Cellulomonas

Micrococcineae

Frankia

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales
Actinobacteridae

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum aestivum
Poaceae

fabids

lamiidscore eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Pancrustacea

AcaridaeArthropoda

Amphibia

Gallus

Sus scrofa

BovidaeCetartiodactyla

Caniformia

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Papio anubis

Macaca mulatta
Cercopithecinae

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Tetrapoda

Coelomata

Malassezia globosa CBS 7966

Agaricomycetes incertae sedis
Basidiomycota

Sordaria macrospora k-hell

Nectriaceae
Sordariomycetes

Kabatiella microsticta

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Thiotrichaceae

Pseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Pasteurellaceae

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Aeromonas

Gammaproteobacteria

Thauera sp. MZ1T

Neisseriaceae

Methylophilaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia glumae BGR1

Burkholderia vietnamiensis G4

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1Sphingobium

Novosphingobium aromaticivorans DSM 12444

Sphingomonadaceae

Azospirillum

Rhodobacteraceae

Rhizobium

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium
Rhizobium/Agrobacterium group

Mesorhizobium

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Rhodopseudomonas palustris

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 110Bradyrhizobium
Bradyrhizobiaceae

Rhizobiales

environmental samples <alpha subdivision>

Phenylobacterium zucineum HLK1

BrevundimonasCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

ClostridialesClostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Flavobacteriaceae

Propionibacterium acnes

Nocardioides sp. JS614
Propionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacteriaceae

Brachybacterium faecium DSM 4810

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium smegmatis str. MC2 155

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Fagaceaefabids

Rumex acetosa

core eudicotyledons

Magnoliophyta

Pinaceae

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

AcaridaeArthropoda

Neognathae

Sus scrofa

Felis catus

Canis lupus familiarisCarnivora
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Macaca mulatta

Macaca fascicularisMacaca

Catarrhini
Simiiformes

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Saccharomycetes

Sordaria macrospora k-hell

HypocrealesSordariomycetes

Eurotiomycetidae

Kabatiella microsticta

DavidiellaceaeDothideomycetidae

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Pantoea vagans C9-1

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

ChromatiaceaeChromatiales

Alteromonadales

Aeromonadaceae

Gammaproteobacteria

Myxococcales

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylophilaceae

Thiobacillus denitrificans ATCC 25259

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Comamonas

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum CFBP2957

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

Burkholderia pseudomallei

Burkholderia phytofirmans PsJN

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium yanoikuyae

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum

Azospirillum brasilense Sp245Rhodospirillaceae

Rhodobacter sphaeroides KD131

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisA53
Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 110

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000

Brevundimonas subvibrioides ATCC 15264

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Clostridiales Family XI. Incertae Sedis

ClostridiumClostridiales

Clostridia

Streptococcus

Lactobacillus crispatus ST1Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus

Deinococci

Sphingobacteriales

Flavobacteriaceae

Cytophagaceae

Bacteroidales

Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Bifidobacteriaceae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Nocardioides sp. JS614Propionibacterineae

Rothia

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Micrococcaceae

Microbacterium testaceum StLB037

Brachybacterium faecium DSM 4810

Micrococcineae

Frankineae

Rhodococcus erythropolis PR4

Mycobacterium avium

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales
Actinobacteridae

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Ricinus communis

Rumex acetosacore eudicotyledons

Magnoliophyta

Pinus taeda

SpermatophytaViridiplantae

Aphanomyces euteiches

Diptera

RhizoglyphinaeArthropoda

Batrachia

Phasianidae

Sus scrofa

Bos taurusCetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Murinae

Oryctolagus cuniculusGlires

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Tetrapoda

Coelomata

Agaricomycotina

Sordaria macrospora k-hell

GibberellaSordariomycetes

Dothideomycetes

leotiomyceta
Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Moraxella

Acinetobacter baumanniiMoraxellaceae

Pseudomonadales

Pasteurellaceae

Salmonella

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Alkalilimnicola ehrlichii MLHE-1Ectothiorhodospiraceae

Alteromonadales

Aeromonadaceae

Gammaproteobacteria

Myxococcaceae

DesulfuromonadalesDeltaproteobacteria

Thauera sp. MZ1T

Azoarcus sp. KH32C

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Thiobacillus denitrificans ATCC 25259

Thiomonas intermedia K12

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Comamonas

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum IPO1609

Ralstonia solanacearum GMI1000Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Bordetella avium 197NBordetella

Achromobacter xylosoxidans A8

Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Azospirillum

AcetobacteraceaeRhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506

Azorhizobium caulinodans ORS 571

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Rhizobium etliRhizobium

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271Mesorhizobium

Chelativorans sp. BNC1

Phyllobacteriaceae

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter sp. K31

Caulobacter segnis ATCC 21756Caulobacter

Brevundimonas

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor

Finegoldia magna ATCC 29328

ClostridiumClostridiales
Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus thermoglucosidasius C56-YS93

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans 2-6Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae
Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

DeinococcusDeinococci

Cyanobacteria

Flavobacteriaceae

CytophagaceaeBacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Nocardioides sp. JS614

Propionibacterineae

Micromonospora

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacterium

Intrasporangium calvum DSM 43043

Brachybacterium faecium DSM 4810

Micrococcineae

Tsukamurella paurometabola DSM 20162

Rhodococcus opacus B4

Rhodococcus erythropolis PR4Rhodococcus

Mycobacterium vanbaalenii PYR-1

Gordonia bronchialis DSM 43247

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic construct
artificial sequences

environmental samples <unclassified>

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum monococcum

Triticum aestivumTriticum

Poaceae

Ricinus communis

asterids
core eudicotyledons

Magnoliophyta

Stichococcus bacillaris

Viridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Acaridae
Arthropoda

Phasianidae

Sus scrofa

Bos taurus
Cetartiodactyla

Canis lupus familiaris

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Euarchontoglires

Eutheria

Amniota

Coelomata

Malassezia globosa CBS 7966

Agaricales

Agaricomycetes incertae sedis
Agaricomycetes

Basidiomycota

Sordaria macrospora k-hell

Hypocreales
Sordariomycetes

Trichocomaceae

Dothideomycetes

leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltans
Kinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Xanthomonas campestris pv. vesicatoria str. 85-10
Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59
Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728a
Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1
Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter

Acinetobacter baumannii
Moraxellaceae

Pseudomonadales

Haemophilus

Salmonella

Pantoea

Klebsiella pneumoniae

Klebsiella oxytoca KCTC 1686
Klebsiella

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394
Enterobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Allochromatium vinosum DSM 180
Chromatiales

Pseudoalteromonas

Aeromonas

Gammaproteobacteria

Myxococcales

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Methylophilaceae

Thiobacillus denitrificans ATCC 25259

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPS
Variovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. CCGE1003

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMD
Burkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444
Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum centenum SW

Azospirillum brasilense Sp245
Rhodospirillaceae

Rhodobacter sphaeroides ATCC 17025

Xanthobacter autotrophicus Py2

Sinorhizobium meliloti

Rhizobium etli

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271
Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Nitrobacter hamburgensis X14

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110
Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter crescentus NA1000

Caulobacter segnis ATCC 21756
Caulobacter

Brevundimonas subvibrioides ATCC 15264

Asticcacaulis excentricus CB 48

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor kristjanssonii 177R1B
Thermoanaerobacterales Family III. Incertae Sedis

Moorella group

Thermoanaerobacterales

Clostridium

Clostridia

Streptococcus thermophilus

Lactobacillus
Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulans
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus

Deinococci

Sphingobacteriaceae

Chitinophagaceae
Sphingobacteriales

Flavobacterium

Prevotella

Bacteroides vulgatus ATCC 8482
Bacteroidales

Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Micromonosporaceae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201

Arthrobacter

Micrococcaceae

Leifsonia xyli subsp. xyli str. CTCB07

Brachybacterium faecium DSM 4810

Micrococcineae

Frankineae

Rhodococcus erythropolis PR4

Nocardia farcinica IFM 10152
Nocardiaceae

Mycobacterium abscessus

Mycobacterium aviumMycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium diphtheriae

Corynebacterium aurimucosum ATCC 700975
Corynebacterium

Corynebacterineae

Actinomycetales

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

Viruses

Zea mays subsp. mays

Triticum urartu

Triticum aestivumTriticum

Poaceae

Ricinus communis

Papilionoideaefabids

Rumex acetosa

lamiids

core eudicotyledons

Magnoliophyta

Pinaceae

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Tyrophagus putrescentiaeArthropoda

Neognathae

Sus scrofa

PecoraCetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini
Simiiformes

Mus musculus

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Clupeocephala

Euteleostomi

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Meyerozyma guilliermondii ATCC 6260

Sordaria macrospora k-hell

NectriaceaeSordariomycetes

Capnodiales

leotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas campestris

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Xanthomonadaceae

Thiotrichaceae

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Salmonella

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter aerogenes KCTC 2190

Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Alteromonadales

Aeromonadaceae

Acidithiobacillus

Gammaproteobacteria

Deltaproteobacteria

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Chromobacterium violaceum ATCC 12472Neisseriaceae

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum

Azospirillum sp. B510

Azospirillum brasilenseAzospirillum
Rhodospirillaceae

Acidiphilium

Rhodospirillales

Rhodobacteraceae

Starkeya novella DSM 506

Sinorhizobium fredii

Rhizobium leguminosarum bv. trifolii

Agrobacterium vitis S4

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3
Agrobacterium

Rhizobium/Agrobacterium group
Rhizobiaceae

Mesorhizobium loti MAFF303099

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium denitrificans ATCC 51888

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Oligotropha carboxidovorans

Nitrobacter winogradskyi Nb-255

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter

Brevundimonas subvibrioides ATCC 15264

Asticcacaulis excentricus CB 48

Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Finegoldia magna ATCC 29328

ClostridiumClostridiales

Clostridia

Streptococcus

Lactobacillus crispatus ST1

Lactobacillus caseiLactobacillus
Lactobacillales

Staphylococcus epidermidis

Paenibacillus

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Alicyclobacillus acidocaldarius subsp. acidocaldarius

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus radiodurans R1

Deinococcus geothermalis DSM 11300Deinococcus

Deinococci

Trichodesmium erythraeum IMS101

Verrucomicrobia

Sphingobacteriales

Flavobacteriaceae

Cytophagaceae

Bacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptosporangineae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes SK137

Propionibacterium acnes ATCC 11828Propionibacterium acnes

Nocardioidaceae

Propionibacterineae

Micromonosporaceae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacterium testaceum StLB037

Clavibacter michiganensis
Microbacteriaceae

Intrasporangium calvum DSM 43043

Brachybacterium faecium DSM 4810

Micrococcineae

Frankia

Rhodococcus erythropolis PR4

Mycobacterium gilvum

Gordonia bronchialis DSM 43247

Corynebacterium

Corynebacterineae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

dsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum aestivumPoaceae

Papilionoideae

Caryophyllalescore eudicotyledons

MagnoliophytaViridiplantae

Aphanomyces euteiches

Endopterygota

AcaridaeArthropoda

Sauropsida

Sus scrofa

Platyrrhini

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Macaca mulatta

Catarrhini
Simiiformes

Mus musculus

Euarchontoglires

Afrotheria

Eutheria

Amniota

Coelomata

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Sordaria macrospora k-hell

NectriaceaeSordariomycetes

Dothideomycetidae
leotiomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

environmental samples <Eukaryotae>

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas campestris

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Gammaproteobacteria

Deltaproteobacteria

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. BH72

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Acidovorax sp. JS42

Acidovorax citrulli

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Cupriavidus necator N-1

Cupriavidus metallidurans CH34

Cupriavidus

pseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia glumae BGR1

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Azospirillum

AcetobacteraceaeRhodospirillales

Rhodobacteraceae

Starkeya novella DSM 506

Sinorhizobium

Rhizobium

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium chloromethanicum CM4Methylobacterium extorquens group

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB5Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter

BrevundimonasCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium

CaldicellulosiruptorThermoanaerobacterales Family III. Incertae Sedis

Clostridium

Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Alicyclobacillus acidocaldarius subsp. acidocaldarius

Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946Thermaceae

Deinococcus radiodurans R1

Deinococci

Trichodesmium erythraeum IMS101

Sphingobacteriales

FlavobacteriaceaeBacteroidetes

Rubrobacter xylanophilus DSM 9941

Streptomyces

Propionibacterium acnes

NocardioidaceaePropionibacterineae

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacteriaceae
Micrococcineae

Frankineae

Rhodococcus

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium

Corynebacterineae

Actinomycetales
Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Viruses

Zea mays subsp. mays

Triticum urartu

Triticum aestivumTriticum

Poaceae

fabids

Caryophyllales
core eudicotyledons

MagnoliophytaViridiplantae

Neoptera

Acaridae
Arthropoda

Sauria

Sus scrofa

Caniformia
Laurasiatheria

Platyrrhini

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Mus musculus

Euarchontoglires

Eutheria
Amniota

Coelomata

Exobasidiomycetes

Saccharomycetales

Sordaria macrospora k-hell

Capnodialesleotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Trypanosomatidae

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia
Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter baumannii

Pseudomonadales

Klebsiella oxytoca KCTC 1686

Escherichia coli

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Enterobacteriaceae

Thioalkalivibrio

Acidithiobacillus

Gammaproteobacteria

Deltaproteobacteria

Thauera sp. MZ1T

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Rhodocyclaceae

Chromobacterium violaceum ATCC 12472

Methylotenera

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2
Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus

pseudomallei group

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1Sphingobium

Novosphingobium

Sphingomonadaceae

Azospirillum

Rhodobacteraceae

Rhizobium leguminosarum

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium

Rhizobium/Agrobacterium group

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium extorquens AM1

Methylobacterium

Hyphomicrobium denitrificans ATCC 51888

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicumBradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Caulobacter

BrevundimonasCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Thermoanaerobacterium thermosaccharolyticum DSM 571

Caldicellulosiruptor
Thermoanaerobacterales Family III. Incertae Sedis

Clostridium

Clostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus coagulansBacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Alicyclobacillus

Bacillales

Bacilli

Firmicutes

uncultured bacterium

Thermus scotoductus SA-01

Meiothermus silvanus DSM 9946
Thermaceae

Deinococcus geothermalis DSM 11300

Deinococci

Bacteroidetes

Streptomyces

Propionibacterium acnes

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201Micrococcaceae

Microbacteriaceae

Brachybacterium faecium DSM 4810

Micrococcineae

Nocardiaceae

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Deep-sea thermophilic phage D6E

MyoviridaedsDNA viruses, no RNA stage

Viruses

Zea mays subsp. mays

Triticum monococcum

Triticum aestivumTriticum
Poaceae

rosids

Rumex acetosa

Sesamum indicum
core eudicotyledons

Magnoliophyta

Pinus

SpermatophytaViridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Neognathae

Sus scrofa

Bos taurusCetartiodactyla

Canis lupus familiaris
Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio anubis

Macaca mulattaCercopithecinae

Catarrhini

Mus musculus

Euarchontoglires

Eutheria
Amniota

Clupeocephala

Euteleostomi
Coelomata

Basidiomycota

Sordaria macrospora k-hell

NectriaceaeSordariomycetes
Dikarya

Opisthokonta

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3Stenotrophomonas maltophilia

Pseudoxanthomonas spadix BD-a59

Xanthomonadaceae

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter baumannii

Pseudomonadales

Serratia

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394Enterobacter

Citrobacter

Enterobacteriaceae

Ectothiorhodospiraceae

Aeromonadaceae

Gammaproteobacteria

Myxococcales

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus
Rhodocyclaceae

Neisseriaceae

Methylophilaceae

Thiomonas

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6
Burkholderiales Genera incertae sedis

Herbaspirillum seropedicae SmR1

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860
Acidovorax

Comamonadaceae

Ralstonia solanacearum CMR15

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii
Ralstonia

Cupriavidus taiwanensis LMG 19424

Cupriavidus necator N-1Cupriavidus

Burkholderia thailandensis E264

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1002

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingomonas wittichii RW1

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1
Sphingobium

Novosphingobium

Sphingomonadaceae

Azospirillum brasilense

Starkeya novella DSM 506

Azorhizobium caulinodans ORS 571Xanthobacteraceae

Sinorhizobium medicae WSM419

Rhizobium

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4
Methylobacterium extorquens group

Methylobacterium

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

CaulobacterCaulobacteraceae

Alphaproteobacteria

Proteobacteria

Caldicellulosiruptor saccharolyticus DSM 8903

Clostridiales Family XI. Incertae SedisClostridia

Streptococcus

Lactobacillus crispatus ST1

uncultured Lactobacillus sp.Lactobacillus
Lactobacillales

Staphylococcus epidermidis

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus subtilis subsp. spizizeniiBacillus subtilis

Bacillus coagulans 2-6
Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

uncultured bacterium

Meiothermus silvanus DSM 9946

DeinococcusDeinococci

Nostocales

Methylacidiphilum infernorum V4

Sphingobacteriales

BacteroidalesBacteroidetes

Rubrobacter xylanophilus DSM 9941

Bifidobacteriaceae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes ATCC 11828

Rothia mucilaginosa DY-18

Micrococcus luteus NCTC 2665

Kocuria rhizophila DC2201
Micrococcaceae

Microbacterium testaceum StLB037

uncultured Micrococcineae bacterium

Micrococcineae

Rhodococcus erythropolis PR4

Mycobacterium

Gordonia bronchialis DSM 43247

Corynebacterium resistens DSM 45100

Corynebacterium jeikeium K411

Corynebacterium diphtheriae

Corynebacterium aurimucosum ATCC 700975

Corynebacterium

Corynebacterineae

Actinomycetales
Actinobacteridae

Actinobacteria

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

environmental samples <unclassified>

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Retro-transcribing viruses

Deep-sea thermophilic phage D6E

Viruses

Triticeae

Ricinus communisMagnoliophytaViridiplantae

Oomycetes

Caenorhabditis remanei

Acalyptratae

Strongylocentrotus purpuratus

Sauria

Sus

Bos taurusCetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Macaca mulatta

Catarrhini

Rattus norvegicus

Mus musculus musculus

Mus musculus domesticus

Mus musculus castaneus
Mus musculus

Murinae

Euarchontoglires

Eutheria
Amniota

Percomorpha

Euteleostomi
Deuterostomia

Coelomata
Bilateria

Malassezia globosa CBS 7966

AgaricomycetesBasidiomycota

Saccharomycetales

Sordariaceae

Eurotiomycetesleotiomyceta
saccharomyceta

Dikarya

Opisthokonta

Leishmania <subgenus>

Bodo saltansKinetoplastida

uncultured eukaryote

Amoebozoa

Alveolata

Eukaryota

Methanocaldococcus jannaschii DSM 2661

HalobacteriaceaeEuryarchaeota

Xanthomonas oryzae

Xanthomonas campestris

Xanthomonas albilineans GPE PC73
Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Vibrio splendidus LGP32

Vibrio parahaemolyticus

Vibrio cholerae

Vibrio

Photobacterium profundum SS9

Vibrio anguillarum 775

Aliivibrio salmonicida LFI1238

Aliivibrio fischeriAliivibrio

Vibrionaceae

gamma proteobacterium HdN1

Candidatus Ruthia magnifica str. Cm (Calyptogena magnifica)unclassified Gammaproteobacteria

Francisella sp. TX077308

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas stutzeri ATCC 17588 = LMG 11199Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas citronellolis

Pseudomonas aeruginosa UCBPP-PA14

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1

Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Cellvibrio japonicus Ueda107

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter sp. PRwf-1

Psychrobacter cryohalolentis K5

Psychrobacter arcticus 273-4

Psychrobacter

Acinetobacter venetianus RAG-1

Acinetobacter sp. wpo2421

Acinetobacter sp. SY-01

Acinetobacter sp. OC4

Acinetobacter sp. M-1

Acinetobacter sp. EB104

Acinetobacter sp. ADP1

Acinetobacter sp.

Acinetobacter parvus

Acinetobacter oleivorans DR1

Acinetobacter lwoffii

Acinetobacter haemolyticus

Acinetobacter genomosp. 16BJ

Acinetobacter genomosp. 14TU

Acinetobacter genomosp. 13

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii ACICU

Acinetobacter baumannii AB0057

Acinetobacter baumannii 1656-2

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Moraxellaceae

Pseudomonadales

Pasteurella multocida

Histophilus somni

Haemophilus parasuis SH0165

Haemophilus parainfluenzae T3T1

Haemophilus influenzae 10810

Haemophilus

Gallibacterium anatis UMN179

Aggregatibacter

Actinobacillus pleuropneumoniae

Pasteurellaceae

Marinomonas sp. MWYL1

Halomonas elongata DSM 2581

Kangiella koreensis DSM 16069

Oceanospirillales

Methylococcus capsulatus str. Bath

Legionella pneumophila

Yersinia

Xenorhabdus nematophila ATCC 19061

aphid secondary symbionts

Candidatus Blochmanniaant, tsetse, mealybug, aphid, etc. endosymbionts

Salmonella

Photorhabdus

Pectobacterium

Pantoea vagans C9-1

Klebsiella pneumoniae

Klebsiella oxytoca KCTC 1686Klebsiella

Escherichia coli

Erwinia tasmaniensis Et1/99

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter cloacae SCF1Enterobacter cloacae
Enterobacter

Cronobacter

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mixThioalkalivibrio

Allochromatium vinosum DSM 180

Chromatiales

Shewanella sediminis HAW-EB3

Shewanella pealeana ATCC 700345

Shewanella halifaxensis HAW-EB4

Shewanella frigidimarina NCIMB 400

Shewanella

Pseudoalteromonas sp. SM9913

Pseudoalteromonas haloplanktis TAC125

Pseudoalteromonas atlantica T6c

Pseudoalteromonas

Marinobacter adhaerens HP15

Glaciecola nitratireducens FR1064Alteromonadaceae

Alteromonadales

Aeromonas veronii B565

Aeromonas hydrophila subsp. hydrophila ATCC 7966Aeromonas

Acidithiobacillus

Gammaproteobacteria

Campylobacteraceae

Haliangium ochraceum DSM 14365

MyxococcaceaeMyxococcales

Desulfuromonadales

Deltaproteobacteria
delta/epsilon subdivisions

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Nitrosomonadaceae

Pseudogulbenkiania sp. NH8B

Neisseria

Chromobacterium violaceum ATCC 12472

Neisseriaceae

Methylotenera

Thiobacillus denitrificans ATCC 25259

Sideroxydans lithotrophicus ES-1

Thiomonas intermedia K12

Rubrivivax gelatinosus S1

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Aquabacterium sp. PL1F5

Burkholderiales Genera incertae sedis

Janthinobacterium sp. Marseille

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Comamonas

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia sp. KN1

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Polynucleobacter

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1
Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus basilensis

Cupriavidus

Burkholderia thailandensis E264

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Taylorella

Bordetella petrii

Bordetella avium 197NBordetella

Alcaligenes faecalis

Achromobacter xylosoxidans A8

Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S
Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rickettsia endosymbiont of Crassostrea ariakensis

Rhodospirillum centenum SW

Azospirillum sp. B510

Azospirillum brasilense Sp245Azospirillum
Rhodospirillaceae

Gluconacetobacter diazotrophicus PAl 5

AcidiphiliumAcetobacteraceae

Rhodospirillales

Rhodobacter sphaeroides

Paracoccus denitrificans PD1222Rhodobacteraceae

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506

Azorhizobium caulinodans ORS 571

Xanthobacteraceae

Sinorhizobium

Rhizobium leguminosarum

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Parvibaculum lavamentivorans DS-1

Mesorhizobium ciceri biovar biserrulae WSM1271

Chelativorans sp. BNC1

Phyllobacteriaceae

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium chloromethanicum CM4
Methylobacterium extorquens group

Methylobacterium

Hyphomicrobium sp. MC1

Hyphomicrobium denitrificans ATCC 51888Hyphomicrobium

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Nitrobacter hamburgensis X14

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Beijerinckia indica subsp. indica ATCC 9039

Bartonella

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000

Caulobacter sp. K31

Caulobacter segnis ATCC 21756

Caulobacter
Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Gemmatimonas aurantiaca T-27

Caldicellulosiruptor

Halanaerobium

Finegoldia magna ATCC 29328

Clostridium phytofermentans ISDgClostridiales

Clostridia

Streptococcus

Lactobacillus gasseri ATCC 33323Lactobacillales

Staphylococcus haemolyticus JCSC1435

Staphylococcus epidermidisStaphylococcus

Paenibacillaceae

Geobacillus

Bacillus subtilis subsp. subtilis str. 168

Bacillus sp. H(2010)

Bacillus coagulans

Bacillus

Anoxybacillus flavithermus WK1

Bacillaceae

Bacillales

Bacilli

Firmicutes

Acidobacteriaceae

uncultured bacterium HHV35

uncultured bacteriumenvironmental samples <Bacteria>

Meiothermus silvanus DSM 9946

DeinococcusDeinococci

Prochlorococcus marinus str. MIT 9215

NostocalesCyanobacteria

Opitutus terrae PB90-1

Chlorobium

Niastella koreensis GR20-10

Flavobacteriaceae

Bacteroidales

Bacteroidetes
Bacteroidetes/Chlorobi group

Bifidobacteriaceae

Streptosporangium roseum DSM 43021

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes

NocardioidaceaePropionibacterineae

Kocuria rhizophila DC2201

MicrobacteriaceaeMicrococcineae

Nakamurella multipartita DSM 44233

FrankiaFrankineae

Rhodococcus

Mycobacterium

Corynebacterium aurimucosum ATCC 700975
Corynebacterineae

Catenulispora acidiphila DSM 44928

Actinomyces

Actinomycetales

Actinobacteridae

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

Caudovirales

Viruses

Triticeae

Ricinus communisMagnoliophyta

Pinus

SpermatophytaViridiplantae

Hexapoda

Gallus gallus

Cetartiodactyla

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Catarrhini

Rattus norvegicus

Mus musculus wagneri

Mus musculus musculus

Mus musculus molossinus

Mus musculus domesticus

Mus musculus castaneus

Mus musculus
Murinae

Euarchontoglires
Eutheria

Amniota
Coelomata

Agaricomycetes

ChaetomiaceaeDikarya

Opisthokonta

Leishmania

Bodo saltansKinetoplastida

Eukaryota

Methanocaldococcus jannaschii DSM 2661

Xanthomonas oryzae

Xanthomonas axonopodis pv. citri str. 306Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Pseudomonas syringae pv. syringae B728a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Azotobacter vinelandii DJ

Pseudomonadaceae

Acinetobacter sp. ADP1

Acinetobacter calcoaceticus

Acinetobacter baumannii AYEAcinetobacter calcoaceticus/baumannii complex
Acinetobacter

Pseudomonadales

Halomonas elongata DSM 2581

Methylococcus capsulatus str. Bath

Klebsiella

Escherichia coli

Enterobacter cloacae complex

Enterobacteriaceae

Thioalkalivibrio sulfidophilus HL-EbGr7

Shewanella

Marinobacter
Alteromonadales

Aeromonadaceae

Gammaproteobacteria

Myxococcaceae

DesulfuromonadalesDeltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72
Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Pseudogulbenkiania sp. NH8B

Laribacter hongkongensis HLHK9

Chromobacterium violaceum ATCC 12472

Neisseriaceae

Methylophilaceae

Thiobacillus denitrificans ATCC 25259

Gallionellaceae

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Aquabacterium sp. PL1F5

Burkholderiales Genera incertae sedis

Janthinobacterium

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Alicycliphilus denitrificans K601

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia syzygii R24

Ralstonia sp. KN1

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957
Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1
Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus basilensis

Cupriavidus

Burkholderia thailandensis E264

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia cenocepacia J2315

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMD
Burkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Bordetella petrii

Achromobacter xylosoxidans A8Alcaligenaceae

Burkholderiales

Betaproteobacteria

Sphingopyxis alaskensis RB2256

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum centenum SW

Azospirillum lipoferum 4B

Azospirillum brasilense Sp245Azospirillum
Rhodospirillaceae

Acidiphilium

Rhodospirillales

Paracoccus denitrificans PD1222

Xanthobacter autotrophicus Py2

Sinorhizobium fredii

Rhizobium leguminosarum

Agrobacterium tumefaciens str. C58

Agrobacterium sp. H13-3Agrobacterium
Rhizobium/Agrobacterium group

Rhizobiaceae

Mesorhizobium

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1Methylobacterium extorquens

Methylobacterium

Hyphomicrobium sp. MC1

Hyphomicrobium denitrificans ATCC 51888Hyphomicrobium

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Rhizobiales

Phenylobacterium zucineum HLK1

Caulobacter sp. K31Caulobacteraceae

Alphaproteobacteria

Proteobacteria

Veillonellaceae

Caldicellulosiruptor

Clostridiales Family XI. Incertae SedisClostridia

Streptococcus

LactobacillusLactobacillales

Staphylococcus epidermidis

Bacillus subtilis subsp. subtilis

Anoxybacillus flavithermus WK1Bacillaceae
Bacillales

Bacilli

Firmicutes

Acidobacteria

uncultured bacterium

Meiothermus silvanus DSM 9946

Deinococcus
Deinococci

Cyanobacteria

Flavobacteriaceae

BacteroidalesBacteroidetes

Gardnerella vaginalis

Streptosporangineae

Streptomyces

Pseudonocardiaceae

Propionibacterium acnes

Kocuria rhizophila DC2201

Frankineae

Rhodococcus

Mycobacterium

Corynebacterium aurimucosum ATCC 700975

Corynebacterineae

Actinomycetales

Actinobacteridae

Bacteria

cellular organisms

root
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Low complexity

Not assigned

vectors

synthetic constructartificial sequences

uncultured organism

uncultured microorganismenvironmental samples <unclassified>

Geobacillus virus E2

Enterobacteria phage S13

Enterobacteria phage phiX174

Enterobacteria phage f1

ssDNA viruses

Deep-sea thermophilic phage D6E

unclassified Siphoviridae

MyoviridaeCaudovirales
dsDNA viruses, no RNA stage

Viruses

Triticum aestivum

Oryza sativa Japonica GroupBEP clade

Allium cepa

Liliopsida

Populus trichocarpa

Ricinus communisMalpighiales

Papilionoideae

Cucurbitaceae

fabids

Solanum lycopersicum

campanulidsasterids

core eudicotyledons

Magnoliophyta

Pinus taeda

Spermatophyta

Micromonas

Viridiplantae

Aphanomyces euteiches

Culex quinquefasciatus

Gallus gallus

Sus scrofa

Bos taurusCetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca
Cercopithecinae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculus wagneri

Mus musculus musculus

Mus musculus molossinus

Mus musculus domesticus

Mus musculus castaneus

Mus musculus
Murinae

Euarchontoglires

Eutheria
Amniota

Coelomata

Rhizophagus intraradices

Malassezia globosa CBS 7966

Agaricales

Agaricomycetes incertae sedisAgaricomycetes
Basidiomycota

Saccharomycetales

Sordaria macrospora k-hell

ChaetomiaceaeSordariales

Nectriaceae

Sordariomycetes

mitosporic Trichocomaceae

leotiomyceta
saccharomyceta

Dikarya
Fungi

Opisthokonta

Trypanosoma

Leishmania braziliensis MHOM/BR/75/M2904

Leishmania <subgenus>Leishmania
Trypanosomatidae

Bodo saltans

Kinetoplastida

uncultured eukaryote

Eukaryota

Methanocaldococcus jannaschii DSM 2661

unclassified Bacteria

Xanthomonas oryzae pv. oryzicola BLS256

Xanthomonas axonopodis pv. citri str. 306

Xanthomonas campestris pv. raphani 756C

Xanthomonas campestris pv. campestrisXanthomonas campestris

Xanthomonas albilineans GPE PC73

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3
Stenotrophomonas maltophilia

Pseudoxanthomonas suwonensis 11-1

Pseudoxanthomonas spadix BD-a59Pseudoxanthomonas

Xanthomonadaceae

Vibrio

unclassified Gammaproteobacteria

Pseudomonas syringae pv. tomato str. DC3000

Pseudomonas syringae pv. syringae B728aPseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas stutzeri ATCC 17588 = LMG 11199

Pseudomonas stutzeri A1501

Pseudomonas stutzeri

Pseudomonas sp. 19-rlim

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens F113

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas brassicacearum subsp. brassicacearum NFM421

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa UCBPP-PA14

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1
Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Cellvibrio japonicus Ueda107

Azotobacter vinelandii DJ

Pseudomonadaceae

Psychrobacter

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYEAcinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter
Moraxellaceae

Pseudomonadales

Haemophilus parainfluenzae T3T1

Halomonas elongata DSM 2581

Chromohalobacter salexigens DSM 3043Halomonadaceae

Alcanivorax borkumensis SK2

Oceanospirillales

Methylomonas methanica MC09

Methylococcus capsulatus str. BathMethylococcaceae

Serratia proteamaculans 568

Salmonella enterica subsp. enterica

Rahnella

Pantoea

Klebsiella oxytoca KCTC 1686

Escherichia coli NA114

Erwinia tasmaniensis Et1/99

Erwinia billingiae Eb661Erwinia

Enterobacter sp. 638

Enterobacter cloacae subsp. cloacae NCTC 9394

Enterobacter cloacae subsp. cloacae ATCC 13047Enterobacter cloacae subsp. cloacae
Enterobacter

Dickeya dadantii 3937

Citrobacter

Enterobacteriaceae

Halothiobacillus neapolitanus c2

Thioalkalivibrio sulfidophilus HL-EbGr7

Thioalkalivibrio sp. K90mix
Thioalkalivibrio

Halorhodospira halophila SL1

Alkalilimnicola ehrlichii MLHE-1

Ectothiorhodospiraceae

Allochromatium vinosum DSM 180

Chromatiales

Shewanella sp. ANA-3

Ferrimonas balearica DSM 9799

Marinobacter aquaeolei VT8

Alteromonadales

Oceanimonas sp. GK1

Aeromonas salmonicida subsp. salmonicida A449

Aeromonas hydrophila subsp. hydrophila ATCC 7966Aeromonas
Aeromonadaceae

Acidithiobacillus caldus SM-1

Gammaproteobacteria

Sorangium cellulosum 'So ce 56'

Haliangium ochraceum DSM 14365

Myxococcus xanthus DK 1622

Myxococcus fulvus HW-1Myxococcus

Anaeromyxobacter sp. Fw109-5

Anaeromyxobacter dehalogenans 2CP-CAnaeromyxobacter

Myxococcaceae

Stigmatella aurantiaca DW4/3-1

Cystobacterineae

Myxococcales

Geobacter

Desulfovibrio vulgaris str. 'Miyazaki F'

Desulfobulbaceae

Desulfarculus baarsii DSM 2075

Deltaproteobacteria

Candidatus Accumulibacter phosphatis clade IIA str. UW-1

Thauera sp. MZ1T

Dechloromonas aromatica RCB

Dechlorosoma suillum PS

Azoarcus sp. KH32C

Azoarcus sp. BH72Azoarcus

Aromatoleum aromaticum EbN1

Rhodocyclaceae

Nitrosomonas

Pseudogulbenkiania sp. NH8B

Neisseria

Laribacter hongkongensis HLHK9

Chromobacterium violaceum ATCC 12472

Neisseriaceae

Methylovorus

Methylotenera

Methylobacillus flagellatus KT

Methylophilaceae

Thiobacillus denitrificans ATCC 25259

Sideroxydans lithotrophicus ES-1

Gallionella capsiferriformans ES-2Gallionellaceae

Thiomonas sp. 3As

Thiomonas intermedia K12Thiomonas

Rubrivivax gelatinosus IL144

Methylibium petroleiphilum PM1

Leptothrix cholodnii SP-6

Aquabacterium sp. PL1F5

Burkholderiales Genera incertae sedis

Janthinobacterium sp. Marseille

Herminiimonas arsenicoxydans

Herbaspirillum seropedicae SmR1

Collimonas fungivorans Ter331

Oxalobacteraceae

Xenophilus azovorans

Verminephrobacter eiseniae EF01-2

Variovorax paradoxus S110

Variovorax paradoxus EPSVariovorax paradoxus

Ramlibacter tataouinensis TTB310

Polaromonas sp. JS666

Polaromonas naphthalenivorans CJ2Polaromonas

Pelomonas

Delftia sp. Cs1-4

Delftia acidovorans SPH-1Delftia

Curvibacter putative symbiont of Hydra magnipapillata

Comamonas testosteroni CNB-1

Comamonas sp. JS46Comamonas

Alicycliphilus denitrificans K601

Alicycliphilus denitrificans BCAlicycliphilus denitrificans

Rhodoferax ferrireducens T118

Acidovorax sp. JS42

Acidovorax ebreus TPSY

Acidovorax citrulli AAC00-1

Acidovorax avenae subsp. avenae ATCC 19860

Acidovorax

Comamonadaceae

Ralstonia syzygii R24

Ralstonia sp. KN1

Ralstonia solanacearum PSI07

Ralstonia solanacearum Po82

Ralstonia solanacearum IPO1609

Ralstonia solanacearum GMI1000

Ralstonia solanacearum CMR15

Ralstonia solanacearum CFBP2957

Ralstonia solanacearum

Ralstonia pickettii 12J

Ralstonia pickettii 12DRalstonia pickettii

Ralstonia

Cupriavidus taiwanensis LMG 19424

Cupriavidus sp. S-6

Ralstonia eutropha JMP134

Ralstonia eutropha H16

Cupriavidus necator N-1Cupriavidus necator

Cupriavidus metallidurans CH34

Cupriavidus basilensis

Cupriavidus

Burkholderia thailandensis E264

Burkholderia pseudomalleipseudomallei group

Burkholderia xenovorans LB400

Burkholderia sp. YI23

Burkholderia sp. CCGE1003

Burkholderia sp. CCGE1002

Burkholderia sp. CCGE1001

Burkholderia rhizoxinica HKI 454

Burkholderia phytofirmans PsJN

Burkholderia phymatum STM815

Burkholderia glumae BGR1

Burkholderia gladioli BSR3

Burkholderia vietnamiensis G4

Burkholderia multivorans ATCC 17616

Burkholderia lata

Burkholderia contaminans

Burkholderia cepacia

Burkholderia cenocepacia MC0-3

Burkholderia cenocepacia J2315Burkholderia cenocepacia

Burkholderia ambifaria MC40-6

Burkholderia ambifaria AMMDBurkholderia ambifaria

Burkholderia cepacia complex

Burkholderia

Burkholderiaceae

Pusillimonas sp. T7-7

Castellaniella defragrans

Bordetella petrii

Bordetella bronchiseptica RB50

Bordetella avium 197N
Bordetella

Achromobacter xylosoxidans A8

Alcaligenaceae

Burkholderiales

Betaproteobacteria

Polymorphum gilvum SL003B-26A1

Sphingopyxis macrogoltabida

Sphingopyxis alaskensis RB2256
Sphingopyxis

Sphingomonas wittichii RW1

Sphingobium sp. SYK-6

Sphingobium japonicum UT26S

Sphingobium chlorophenolicum L-1

Sphingobium

Novosphingobium sp. PP1Y

Novosphingobium aromaticivorans DSM 12444Novosphingobium

Sphingomonadaceae

Erythrobacter litoralis HTCC2594

Sphingomonadales

Rhodospirillum rubrum

Rhodospirillum centenum SWRhodospirillum

Magnetospirillum magneticum AMB-1

Azospirillum sp. B510

Azospirillum lipoferum 4B

Azospirillum brasilense Sp245

Azospirillum

Rhodospirillaceae

Gluconacetobacter diazotrophicus PAl 5

Acidiphilium multivorum AIU301Acetobacteraceae

Rhodospirillales

Roseobacter

Rhodobacter sphaeroides ATCC 17025

Rhodobacter capsulatus SB 1003Rhodobacter

Paracoccus denitrificans PD1222

Jannaschia sp. CCS1

Rhodobacteraceae

Maricaulis maris MCS10

Hyphomonas neptunium ATCC 15444
Hyphomonadaceae

Rhodobacterales

Xanthobacter autotrophicus Py2

Starkeya novella DSM 506

Azorhizobium caulinodans ORS 571

Xanthobacteraceae

Sinorhizobium meliloti

Sinorhizobium medicae WSM419

Sinorhizobium fredii NGR234

Sinorhizobium fredii HH103Sinorhizobium fredii

Sinorhizobium

Rhizobium leguminosarum bv. viciae 3841

Rhizobium leguminosarum bv. trifolii WSM2304

Rhizobium leguminosarum bv. trifolii WSM1325
Rhizobium leguminosarum bv. trifolii

Rhizobium leguminosarum

Rhizobium etli CFN 42

Rhizobium

Agrobacterium vitis S4

Agrobacterium radiobacter K84

Agrobacterium tumefaciens str. C58
Agrobacterium tumefaciens complex

Agrobacterium sp. H13-3

Agrobacterium

Rhizobium/Agrobacterium group

Rhizobiaceae

Parvibaculum lavamentivorans DS-1

Mesorhizobium opportunistum WSM2075

Mesorhizobium loti MAFF303099

Mesorhizobium ciceri biovar biserrulae WSM1271
Mesorhizobium

Chelativorans sp. BNC1

Phyllobacteriaceae

Methylobacterium sp. 4-46

Methylobacterium radiotolerans JCM 2831

Methylobacterium populi BJ001

Methylobacterium nodulans ORS 2060

Methylobacterium extorquens PA1

Methylobacterium extorquens DM4

Methylobacterium extorquens AM1

Methylobacterium extorquens

Methylobacterium chloromethanicum CM4

Methylobacterium extorquens group

Methylobacterium

Pelagibacterium halotolerans B2

Hyphomicrobium sp. MC1

Hyphomicrobium denitrificans ATCC 51888Hyphomicrobium
Hyphomicrobiaceae

Ochrobactrum anthropi ATCC 49188

Rhodopseudomonas palustris HaA2

Rhodopseudomonas palustris DX-1

Rhodopseudomonas palustris CGA009

Rhodopseudomonas palustris BisB5

Rhodopseudomonas palustris BisB18

Rhodopseudomonas palustris BisA53

Rhodopseudomonas palustris

Oligotropha carboxidovorans

Nitrobacter winogradskyi Nb-255

Nitrobacter hamburgensis X14Nitrobacter

Bradyrhizobium sp. ORS 278

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum USDA 6

Bradyrhizobium japonicum USDA 110Bradyrhizobium japonicum

Bradyrhizobium

Bradyrhizobiaceae

Methylocella silvestris BL2

Beijerinckia indica subsp. indica ATCC 9039
Beijerinckiaceae

Rhizobiales

Magnetococcus marinus MC-1

Phenylobacterium zucineum HLK1

Caulobacter crescentus NA1000
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Not assigned

synthetic construct

Human adenovirus C

Hepatitis delta virus
Viruses

Poaceae

Arabidopsis

Brassica rapa subsp. pekinensis
Brassicaceae

Malpighiales

rosids
MagnoliophytaViridiplantae

Caenorhabditis elegans

Arthropoda

Neognathae

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Macaca fascicularis
Macaca

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Amniota

Tetraodon nigroviridis

Percoidei
Percomorpha

Euteleostomi

Branchiostoma floridae

Chordata

Coelomata

Bilateria

Eukaryota

Pseudomonas putida

Pseudomonas aeruginosa
Pseudomonas

Enterobacteriaceae

Gammaproteobacteria

Burkholderiales

Sphingomonadaceae

Rhodopseudomonas palustris

Nitrobacter

Bradyrhizobium sp. BTAi1

Bradyrhizobium japonicum
Bradyrhizobium

Bradyrhizobiaceae

Alphaproteobacteria

Proteobacteria

Staphylococcus

Bacillus
Bacillales

Cytophaga hutchinsonii ATCC 33406

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S114: SRR608898



Low complexity

Not assigned

synthetic construct

Human adenovirus C
Viruses

Zea mays

Arabidopsis thaliana

Brassica rapa subsp. pekinensis
Brassicaceae

asterids

core eudicotyledons
Magnoliophyta

Endopterygota

Neognathae

Equus caballus

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Macaca fascicularisMacaca

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Tetraodon nigroviridis

PercoideiPercomorpha

Euteleostomi
Coelomata

saccharomyceta

Opisthokonta

Eukaryota

Pseudomonas aeruginosa

EnterobacteriaceaeGammaproteobacteria

Burkholderiales

Sphingomonadaceae

Rhodopseudomonas palustris BisB18

Oligotropha carboxidovorans

Bradyrhizobium japonicum

Bradyrhizobiaceae
Alphaproteobacteria

Proteobacteria

Bacillus

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S115: SRR608899



Low complexity

Not assigned

synthetic construct

Human adenovirus CViruses

BEP clade

Arabidopsis

Glycine max
rosids

MagnoliophytaViridiplantae

Neoptera

Neobatrachia

Equus caballus

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Macaca mulatta

Macaca fascicularis
Macaca

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Tetrapoda

Percomorpha

Euteleostomi
Coelomata

Dikarya

Opisthokonta

Eukaryota

Pseudomonas putida

Pseudomonas aeruginosaPseudomonas

Acinetobacter

Pseudomonadales

Escherichia coli

Gammaproteobacteria

Comamonadaceae

Sphingobium

Xanthobacteraceae

Rhizobiaceae

Rhodopseudomonas palustris

Nitrobacter hamburgensis X14

Bradyrhizobium japonicum USDA 110

Bradyrhizobiaceae

Rhizobiales
Alphaproteobacteria

Proteobacteria

Staphylococcus

uncultured bacterium

Propionibacterium acnes

Micrococcaceae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S116: SRR608900



Low complexity

Not assigned

synthetic construct

Human adenovirus CViruses

Triticeae

Arabidopsis

Brassica rapa subsp. pekinensis
Brassicaceae

MagnoliophytaViridiplantae

Caenorhabditis elegans

Hexapoda

Passeriformes

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla

Homininae

Hominidae

Hominoidea

Macaca mulatta

Macaca fascicularis
Macaca

Chlorocebus aethiops

Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Amniota

Cyprinidae

Percoidei
Clupeocephala

Euteleostomi

Coelomata

Bilateria

Fungi

Opisthokonta

Eukaryota

Pseudomonas putida

Pseudomonas aeruginosa
Pseudomonas

Acinetobacter calcoaceticus/baumannii complex

Pseudomonadales

Enterobacteriaceae

Gammaproteobacteria

Comamonadaceae

Burkholderiaceae
Burkholderiales

Sphingomonadaceae

Rhodopseudomonas palustris BisA53

Bradyrhizobium
Bradyrhizobiaceae

Alphaproteobacteria

Proteobacteria

Bacillus

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S117: SRR608901



Low complexity

Not assigned

synthetic construct

dsDNA viruses, no RNA stageViruses

Poaceae

Gossypium hirsutum

Arabidopsis

Brassica rapa subsp. pekinensis
Brassicaceae

malvids
MagnoliophytaViridiplantae

Corduliidae

Endopterygota
Pterygota

Batrachia

Sauria

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca

Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Tetrapoda

Clupeocephala

Euteleostomi

Coelomata

sordariomyceta

Opisthokonta

Eukaryota

Xanthomonadaceae

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas entomophila L48

Pseudomonas mendocina

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter sp. V-26

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumanniiAcinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

unidentified eubacterium clone ESH7-9

Escherichia coli

Enterobacter cloacaeEnterobacteriaceae

Gammaproteobacteria

Burkholderia

Alphaproteobacteria

Proteobacteria

Streptococcus

uncultured bacterium

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S118: SRR942849



Low complexity

Not assigned

synthetic construct

Viruses

Gossypium hirsutum

Brassica rapamalvids

asterids

core eudicotyledonsViridiplantae

Corduliidae

Neobatrachia

Sus scrofa

Bos taurusCetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta

Chlorocebus aethiopsCercopithecinae
Cercopithecidae

Catarrhini
Simiiformes

Rattus norvegicus

Mus musculus domesticusMurinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria
Tetrapoda

Percomorpha

Euteleostomi
Coelomata

leotiomyceta

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Psychrobacter

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii 1656-2

Acinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Moraxellaceae

Pseudomonadales

Marinomonas

environmental samples <gamma proteobacteria>

Enterobacter cloacae subsp. cloacae

Shewanella sp. ANA-3

Gammaproteobacteria

Burkholderiaceae

Rhizobiales

Proteobacteria

Streptococcus

uncultured bacterium

Propionibacterium acnes

MicrococcineaeActinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S119: SRR942850



Low complexity

Not assigned

synthetic construct

dsDNA viruses, no RNA stage
Viruses

Zea mays subsp. mays

Gossypium hirsutum

Brassicaceae
malvids

MagnoliophytaViridiplantae

Corduliidae

DipteraPterygota

Neobatrachia

Aves

Equus caballus

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae
Hominoidea

Nasalis larvatus

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecidae

Catarrhini

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria
Amniota

Tetrapoda

Clupeocephala

Euteleostomi

Coelomata

Sordariomycetes

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

unidentified eubacterium clone ESH7-9

Enterobacter cloacae subsp. cloacae

Alteromonadales

Gammaproteobacteria

Comamonadaceae

Sphingomonadaceae

Paracoccus denitrificans PD1222

Rhizobiales

Alphaproteobacteria

Proteobacteria

Streptococcus

Bacillales
Bacilli

uncultured bacterium

Propionibacterium acnes

Micrococcineae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S120: SRR942851



Low complexity

Not assigned

synthetic construct

Zea mays

Gossypium hirsutum
MagnoliophytaViridiplantae

Caenorhabditis remanei

Corduliidae

Neoptera
Pterygota

Neobatrachia

Neognathae

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla

Homininae

Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta

Chlorocebus
Cercopithecinae

Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Amniota

Tetrapoda

Coelomata

Bilateria

leotiomyceta

Opisthokonta

uncultured eukaryote

Eukaryota

Stenotrophomonas maltophilia K279a

Vibrionaceae

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida DOT-T1E

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. S2(2010)

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii ACICU

Acinetobacter baumannii 1656-2

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Kangiella koreensis DSM 16069
Oceanospirillales

unidentified eubacterium clone ESH7-9

Escherichia coli

Enterobacter cloacae subsp. cloacaeEnterobacteriaceae

Shewanella sp. ANA-3

Gammaproteobacteria

Herminiimonas arsenicoxydans

Comamonadaceae

Burkholderiaceae

Burkholderiales

Rhizobiales

Proteobacteria

Streptococcus

uncultured bacterium

Flavobacteriaceae

Propionibacterium acnes

Corynebacterineae
Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S121: SRR942852



Low complexity

Not assigned

synthetic construct

Poaceae

Gossypium hirsutum

Arabidopsis lyrata subsp. lyrata

Brassica rapa subsp. pekinensisBrassicaceae

malvids
MagnoliophytaViridiplantae

Corduliidae

Neoptera
Pterygota

Neognathae

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Papio anubis

Macaca mulatta

Macaca fascicularisMacaca

Cercopithecinae
Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Amniota

Clupeocephala

Euteleostomi

Coelomata

leotiomyceta

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina NK-01

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii AYEAcinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

environmental samples <gamma proteobacteria>

Enterobacter cloacae

Shewanella sp. ANA-3

Gammaproteobacteria

Comamonadaceae

Rhizobiales

Proteobacteria

Bacilli

uncultured bacterium

Bacteroidetes

Propionibacterium acnes

Corynebacterineae
Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S122: SRR942853



Low complexity

Not assigned

synthetic construct

Viruses

Zea mays subsp. mays

Gossypium hirsutum
MagnoliophytaViridiplantae

Corduliidae

Neobatrachia

Squamata

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecidae

Catarrhini

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Amniota

Tetrapoda
Coelomata

leotiomyceta

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia

Pseudomonas syringae group

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Enterobacter cloacae

Shewanella sp. ANA-3

Gammaproteobacteria

Oxalobacteraceae

Burkholderiaceae
Burkholderiales

Rhizobiales

Proteobacteria

Streptococcus

uncultured bacterium

Propionibacterium acnes

Bacteria

cellular organisms

root

Supplemental Figure S123: SRR942854



Low complexity

Not assigned

synthetic construct

Viruses

Poaceae

Gossypium hirsutum

fabids
rosids

MagnoliophytaViridiplantae

Corduliidae

Neognathae

Metatheria

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Cebidae

Hylobatidae

Pongo abelii

Pan troglodytes

Homo sapiensHomininae
Hominidae

Hominoidea

Papio

Macaca mulatta
Cercopithecinae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Theria
Amniota

Percomorpha

Euteleostomi
Coelomata

sordariomyceta

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

unidentified eubacterium clone ESH7-9

Enterobacter cloacae

Shewanella

Gammaproteobacteria

Burkholderiales

Rhizobiales

Proteobacteria

Streptococcus

Bacillales
Bacilli

uncultured bacterium

Bacteroidetes

Propionibacterium acnes

CorynebacterineaeActinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S124: SRR942855



Low complexity

Not assigned

Zea mays subsp. mays

Gossypium hirsutum

Phaseoleae
rosids

MagnoliophytaViridiplantae

Corduliidae

NeopteraPterygota

Neobatrachia

Sauropsida

Sus scrofa

Bovidae
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiens

Gorilla gorilla
Homininae

Hominidae

Hominoidea

Nasalis larvatus

Papio anubis

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecinae
Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria
Amniota

Tetrapoda

Elopocephala

Euteleostomi

Coelomata

Sordariomycetes

Opisthokonta

uncultured eukaryote

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYEAcinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Kangiella koreensis DSM 16069
Oceanospirillales

Escherichia

Enterobacter cloacae complexEnterobacteriaceae

Shewanella sp. ANA-3

Gammaproteobacteria

Comamonadaceae

Burkholderiaceae
Burkholderiales

Rhizobiales

Proteobacteria

Streptococcus

Bacillales
Bacilli

uncultured bacterium

Propionibacterium acnes

Corynebacterineae
Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S125: SRR942856



Low complexity

Not assigned

Gossypium hirsutum

fabids
rosidsViridiplantae

Caenorhabditis remanei

Corduliidae

NeopteraPterygota

Neobatrachia

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta
Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Loxodonta africana

Eutheria

Tetrapoda

Danio rerio

Euteleostomi

Coelomata
Bilateria

Basidiomycota

Sordariomycetes
Dikarya

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas stutzeri

Pseudomonas sp. CT14

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5

Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Kangiella koreensis DSM 16069
Oceanospirillales

unidentified eubacterium clone ESH7-9

Escherichia coli

Enterobacter cloacaeEnterobacteriaceae

Alteromonadales

Gammaproteobacteria

Comamonadaceae

Bradyrhizobiaceae

Proteobacteria

Streptococcus

uncultured bacterium

Flavobacteriales

Propionibacterium acnes

Corynebacterineae
Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

synthetic construct

Viruses

Gossypium hirsutum

Arabidopsis
malvids

fabids

rosidsViridiplantae

Corduliidae

Neoptera
Pterygota

Neobatrachia

Sauria

Sus scrofa

Bos taurus
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Pan paniscus
Pan

Homo sapiens

Homininae

Hominidae

Hominoidea

Nasalis larvatus

Papio anubis

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecinae

Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Amniota

Tetrapoda

Holacanthopterygii

Euteleostomi

Coelomata

Basidiomycota

leotiomyceta
Dikarya

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. S2(2010)

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Kangiella koreensis DSM 16069
Oceanospirillales

unidentified eubacterium clone ESH7-9

Escherichia coli K-12

Enterobacter sp. Ni15

Enterobacter cloacae subsp. cloacae
Enterobacter

Enterobacteriaceae

Shewanella sp. ANA-3

Gammaproteobacteria

Oxalobacteraceae

Burkholderiaceae
Burkholderiales

Mesorhizobium

Proteobacteria

Streptococcus

uncultured bacterium

Propionibacterium acnes

Micrococcineae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

Myoviridae
Viruses

Poaceae

Gossypium hirsutum

Brassica rapa subsp. pekinensis
malvids

MagnoliophytaViridiplantae

Corduliidae

Sauropsida

Cetartiodactyla

Ailuropoda melanoleuca
Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta
Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus domesticusMurinae

Euarchontoglires

Eutheria

Amniota

Cyprinidae

Euteleostomi

Coelomata

Sordariomycetes

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas entomophila L48

Pseudomonas mendocina NK-01

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii AYE
Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

Serratia proteamaculans 568

Serratia marcescens
Serratia

Klebsiella

Enterobacter cloacae subsp. cloacae

Enterobacteriaceae

Shewanella

Gammaproteobacteria

Comamonadaceae

Burkholderiaceae
Burkholderiales

Sphingomonadaceae

Rhizobiales
Alphaproteobacteria

Proteobacteria

Streptococcaceae

Bacillales
Bacilli

uncultured bacterium

Flavobacterium

Propionibacterium acnes

Micrococcus luteus NCTC 2665

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

artificial sequences

Zea mays

Gossypium hirsutum

Glycine max
rosids

MagnoliophytaViridiplantae

Corduliidae

Neoptera
Pterygota

Neobatrachia

Neognathae

Cetartiodactyla

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Pan paniscus
Pan

Homo sapiens

Gorilla gorilla

Homininae

Hominidae

Hominoidea

Nasalis larvatus

Papio anubis

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecinae

Cercopithecidae

Catarrhini

Simiiformes

Mus musculus

Cricetulus griseus
Muroidea

Euarchontoglires

Eutheria

Amniota

Tetrapoda

Percomorpha

Euteleostomi

Coelomata

leotiomyceta

Opisthokonta

uncultured eukaryote

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina

Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii ACICU

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Pasteurellaceae

Kangiella koreensis DSM 16069

unidentified eubacterium clone ESH7-9

Escherichia coli

Enterobacter cloacae subsp. cloacae
Enterobacteriaceae

Shewanella

Gammaproteobacteria

Comamonadaceae

Burkholderia
Burkholderiales

Rhodopseudomonas palustris

Proteobacteria

Streptococcus

Staphylococcus
Bacilli

uncultured bacterium

Flavobacterium johnsoniae UW101

Propionibacterium acnes

Micrococcineae

Corynebacterineae

Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

synthetic construct

Andropogoneae

Gossypium hirsutum
MagnoliophytaViridiplantae

Corduliidae

Diptera

Ditrysia
Endopterygota

Pterygota

Sauria

Sus scrofa

Bovidae
Cetartiodactyla

Ailuropoda melanoleuca

Canis lupus familiaris
Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Nasalis larvatus

Macaca mulatta

Macaca fascicularis
Macaca

Cercopithecidae

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Euarchontoglires

Eutheria

Amniota

Clupeocephala

Euteleostomi

Coelomata

Sordariomycetes

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia K279a

Pseudomonas syringae group

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa group

Pseudomonas

Psychrobacter

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Moraxellaceae

Pseudomonadales

Kangiella koreensis DSM 16069

unidentified eubacterium clone ESH7-9

Enterobacter cloacae subsp. cloacae ATCC 13047

Shewanella

Gammaproteobacteria

Oxalobacteraceae

Rhizobiales

Proteobacteria

Streptococcaceae

Bacillales
Bacilli

uncultured bacterium

Propionibacterium acnes

Bacteria

cellular organisms

root
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Low complexity

Not assigned

artificial sequences

Viruses

Zea mays subsp. mays

Gossypium hirsutum

fabids
rosids

MagnoliophytaViridiplantae

Caenorhabditis

Corduliidae

EndopterygotaPterygota

Anura

Sauria

Sus scrofa

Bos taurus
Cetartiodactyla

Caniformia

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Euarchontoglires

Eutheria
Amniota

Tetrapoda

Danio rerio

Salmo salar

Tetraodon nigroviridis

Gasterosteus aculeatus

Oryzias latipes
Smegmamorpha

Anoplopoma fimbria

Solea senegalensis

Pleuronectoidei
Pleuronectiformes

Lithognathus mormyrus

Epinephelus coioidesPercoidei

Oreochromis niloticus

Oreochromis mossambicus

Oreochromis aureus

Oreochromis

Haplochromis chilotes

Haplochromis burtoni
Haplochromis

Pseudocrenilabrinae

Perciformes

Percomorpha

Euteleostei
Clupeocephala

Euteleostomi

Coelomata

Bilateria

Sordariomycetes

Opisthokonta

Eukaryota

Xanthomonas

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Xanthomonadaceae

Pseudomonas stutzeri

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fulva 12-X

Pseudomonas putida group

Pseudomonas fluorescens Pf0-1

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii AYEAcinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Pasteurellaceae

Marinomonas

Kangiella koreensis DSM 16069
Oceanospirillales

unidentified eubacterium clone ESH7-9

Serratia

Enterobacter cloacae subsp. cloacaeEnterobacteriaceae

Shewanella sp. ANA-3

Gammaproteobacteria

Herminiimonas arsenicoxydans

Comamonadaceae

Burkholderia

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Rhizobiales

Brevundimonas subvibrioides ATCC 15264
Alphaproteobacteria

Proteobacteria

Streptococcus

Bacillales
Bacilli

uncultured bacterium

Flavobacterium

Propionibacterium acnes

Corynebacterineae
Actinomycetales

Bacteria

cellular organisms

root
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Low complexity

Not assigned

dsDNA viruses, no RNA stage
Viruses

Zea mays

Gossypium hirsutum

Arabidopsis thaliana

Arabidopsis lyrata subsp. lyrata
Arabidopsis

Brassica rapa subsp. pekinensis

Brassicaceae

malvids

fabids

rosids
MagnoliophytaViridiplantae

Caenorhabditis remanei

Corduliidae

Neoptera
Pterygota

Anura

Phasianidae

Sus scrofa

Bovidae
Cetartiodactyla

Ailuropoda melanoleuca

Laurasiatheria

Callithrix jacchus

Nomascus leucogenys

Pongo abelii

Pan troglodytes

Homo sapiensHomininae

Hominidae

Hominoidea

Macaca mulatta

Catarrhini

Simiiformes

Rattus norvegicus

Mus musculus
Murinae

Cricetulus griseus

Muroidea

Oryctolagus cuniculus

Glires

Euarchontoglires

Eutheria

Amniota

Tetrapoda

Danio rerio

Salmo salar

Osmerus mordax
Protacanthopterygii

Tetraodon nigroviridis

Gasterosteus aculeatus

Anoplopoma fimbria

Solea senegalensis

Sparus aurata

Lithognathus mormyrus
Sparidae

Epinephelus coioides

Perca flavescens

Percoidei

Oreochromis niloticus

Oreochromis mossambicusOreochromis

Maylandia zebra

Haplochromis chilotes

Haplochromis burtoni
Haplochromis

Haplochromini

Pseudocrenilabrinae

Perciformes

Percomorpha

Euteleostei

Clupeocephala

Euteleostomi

Branchiostoma floridae

Chordata

Coelomata

Bilateria

Sordariomycetes

Opisthokonta

Eukaryota

Stenotrophomonas maltophilia R551-3

Stenotrophomonas maltophilia K279a

Stenotrophomonas maltophilia JV3

Stenotrophomonas maltophilia

Pseudomonas syringae group

Pseudomonas stutzeri DSM 4166

Pseudomonas putida W619

Pseudomonas putida S16

Pseudomonas putida KT2440

Pseudomonas putida GB-1

Pseudomonas putida F1

Pseudomonas putida BIRD-1

Pseudomonas putida

Pseudomonas fluorescens SBW25

Pseudomonas fluorescens Pf-5
Pseudomonas fluorescens

Pseudomonas entomophila L48

Pseudomonas mendocina ymp

Pseudomonas mendocina NK-01
Pseudomonas mendocina

Pseudomonas aeruginosa PA7

Pseudomonas aeruginosa NCGM2.S1Pseudomonas aeruginosa

Pseudomonas aeruginosa group

Pseudomonas

Acinetobacter venetianus

Acinetobacter sp. V-26

Acinetobacter sp. S2(2010)

Acinetobacter sp. NFM2

Acinetobacter sp. ADP1

Acinetobacter oleivorans DR1

Acinetobacter junii

Acinetobacter johnsonii

Acinetobacter haemolyticus

Acinetobacter calcoaceticus PHEA-2

Acinetobacter baumannii SDF

Acinetobacter baumannii MDR-ZJ06

Acinetobacter baumannii AYE

Acinetobacter baumannii ATCC 17978

Acinetobacter baumannii

Acinetobacter calcoaceticus/baumannii complex

Acinetobacter

Pseudomonadales

Marinomonas

unidentified eubacterium clone ESH7-9

Serratia proteamaculans 568

Enterobacter cloacae subsp. cloacaeEnterobacteriaceae

Shewanella sp. ANA-3

Gammaproteobacteria

Oxalobacteraceae

Delftia

Burkholderia

Bordetella

Achromobacter xylosoxidans A8
Alcaligenaceae

Burkholderiales

Rhizobiales

Caulobacteraceae
Alphaproteobacteria

Proteobacteria

Streptococcus

Staphylococcus
Bacilli

uncultured bacterium

Propionibacterium acnes

Micrococcus luteus NCTC 2665

Corynebacterium

Actinomycetales

Bacteria

cellular organisms

root

Supplemental Figure S132: SRR942863














	Supplemental_Information_legends
	Supplemental_Figures_S1-S138.pdf
	Supplemental_Fig_S1_00RTS3.pdf
	Supplemental_Fig_S2_SRR359291
	Supplemental_Fig_S3_SRR359290
	Supplemental_Fig_S4_BodyMap
	Supplemental_Fig_S5_CAUPRVE
	Supplemental_Fig_S6_H8CPFRSJ
	Supplemental_Fig_S7_MuLV_EBV_Coverage_Anaysis
	Supplemental_Fig_S8_MuLV_EBV_PCR
	Supplemental_Fig_S9_SRR1521352
	Supplemental_Fig_S10_SRR1521353
	Supplemental_Fig_S11_SRR1521354
	Supplemental_Fig_S12_SRR1521355
	Supplemental_Fig_S13_SRR1521356
	Supplemental_Fig_S14_SRR1521357
	Supplemental_Fig_S15_SRR1521358
	Supplemental_Fig_S16_SRR1521359
	Supplemental_Fig_S17_SRR1521360
	Supplemental_Fig_S18_SRR1521361
	Supplemental_Fig_S19_SRR1521362
	Supplemental_Fig_S20_SRR1521363
	Supplemental_Fig_S21_SRR1521364
	Supplemental_Fig_S22_SRR1521365
	Supplemental_Fig_S23_SRR1521366
	Supplemental_Fig_S24_SRR1521367
	Supplemental_Fig_S25_SRR1521368
	Supplemental_Fig_S26_SRR1521369
	Supplemental_Fig_S27_SRR1521370
	Supplemental_Fig_S28_SRR1521371
	Supplemental_Fig_S29_SRR1521372
	Supplemental_Fig_S30_SRR1521373
	Supplemental_Fig_S31_SRR1521374
	Supplemental_Fig_S32_SRR1521375
	Supplemental_Fig_S33_SRR1521376
	Supplemental_Fig_S34_SRR1521377
	Supplemental_Fig_S35_SRR1521378
	Supplemental_Fig_S36_SRR1521379
	Supplemental_Fig_S37_SRR1521380
	Supplemental_Fig_S38_SRR1521381
	Supplemental_Fig_S39_SRR1521382
	Supplemental_Fig_S40_SRR1521383
	Supplemental_Fig_S41_SRR1521384
	Supplemental_Fig_S42_SRR1521385
	Supplemental_Fig_S43_SRR1521386
	Supplemental_Fig_S44_SRR1521387
	Supplemental_Fig_S45_SRR1521388
	Supplemental_Fig_S46_SRR1521389
	Supplemental_Fig_S47_SRR1521390
	Supplemental_Fig_S48_SRR1521391
	Supplemental_Fig_S49_SRR1521392
	Supplemental_Fig_S50_SRR1521393
	Supplemental_Fig_S51_SRR1521394
	Supplemental_Fig_S52_SRR1521395
	Supplemental_Fig_S53_SRR1521396
	Supplemental_Fig_S54_SRR1521397
	Supplemental_Fig_S55_SRR1521398
	Supplemental_Fig_S56_SRR1521399
	Supplemental_Fig_S57_SRR1521400
	Supplemental_Fig_S58_SRR1521401
	Supplemental_Fig_S59_SRR1521402
	Supplemental_Fig_S60_SRR1521403
	Supplemental_Fig_S61_SRR1521404
	Supplemental_Fig_S62_SRR1521405
	Supplemental_Fig_S63_SRR1521406
	Supplemental_Fig_S64_SRR1521407
	Supplemental_Fig_S65_SRR1521408
	Supplemental_Fig_S66_SRR1521409
	Supplemental_Fig_S67_SRR1521410
	Supplemental_Fig_S68_SRR1521411
	Supplemental_Fig_S69_SRR1521412
	Supplemental_Fig_S70_SRR1521413
	Supplemental_Fig_S71_SRR1521414
	Supplemental_Fig_S72_SRR1521415
	Supplemental_Fig_S73_SRR1521416
	Supplemental_Fig_S74_SRR1521417
	Supplemental_Fig_S75_SRR1521418
	Supplemental_Fig_S76_SRR1521419
	Supplemental_Fig_S77_SRR1521420
	Supplemental_Fig_S78_SRR1521421
	Supplemental_Fig_S79_SRR1521422
	Supplemental_Fig_S80_SRR1521423
	Supplemental_Fig_S81_SRR1521424
	Supplemental_Fig_S82_SRR1521425
	Supplemental_Fig_S83_SRR1521426
	Supplemental_Fig_S84_SRR1521427
	Supplemental_Fig_S85_SRR1521428
	Supplemental_Fig_S86_SRR1521429
	Supplemental_Fig_S87_SRR1521430
	Supplemental_Fig_S88_SRR1521431
	Supplemental_Fig_S89_SRR1521432
	Supplemental_Fig_S90_SRR1521433
	Supplemental_Fig_S91_SRR1521434
	Supplemental_Fig_S92_SRR1521435
	Supplemental_Fig_S93_SRR1521436
	Supplemental_Fig_S94_SRR1521437
	Supplemental_Fig_S95_SRR1521438
	Supplemental_Fig_S96_SRR1521439
	Supplemental_Fig_S97_SRR1521440
	Supplemental_Fig_S98_SRR1521441
	Supplemental_Fig_S99_SRR1521442
	Supplemental_Fig_S100_SRR1521443
	Supplemental_Fig_S101_SRR1521444
	Supplemental_Fig_S102_SRR1521445
	Supplemental_Fig_S103_MRI-study_HIV_read_coverage_all_new
	Supplemental_Fig_S104_MRI-non-enhancing_Abelson_coverage
	Supplemental_Fig_S105_MRI-contrast_Abelson_coverage
	Supplemental_Fig_S106_MRI-non-neoplasm_Abelson_coverage
	Supplemental_Fig_S107_MRI-non-enhancing_CMV_coverage_New
	Supplemental_Fig_S108_MRI-contrast_CMV_coverage_new
	Supplemental_Fig_S109_SRR608893
	Supplemental_Fig_S110_SRR608894
	Supplemental_Fig_S111_SRR608895
	Supplemental_Fig_S112_SRR608896
	Supplemental_Fig_S113_SRR608897
	Supplemental_Fig_S114_SRR608898
	Supplemental_Fig_S115_SRR608899
	Supplemental_Fig_S116_SRR608900
	Supplemental_Fig_S117_SRR608901
	Supplemental_Fig_S118_SRR942849
	Supplemental_Fig_S119_SRR942850
	Supplemental_Fig_S120_SRR942851
	Supplemental_Fig_S121_SRR942852
	Supplemental_Fig_S122_SRR942853
	Supplemental_Fig_S123_SRR942854
	Supplemental_Fig_S124_SRR942855
	Supplemental_Fig_S125_SRR942856
	Supplemental_Fig_S126_SRR942857
	Supplemental_Fig_S127_SRR942858
	Supplemental_Fig_S128_SRR942859
	Supplemental_Fig_S129_SRR942860
	Supplemental_Fig_S130_SRR942861
	Supplemental_Fig_S131_SRR942862
	Supplemental_Fig_S132_SRR942863
	Supplemental_Fig_S133_Stem_Cells_Human_Adenovirus_C
	Supplemental_Fig_S134_Stem_Cell_CMV_Analysis
	Supplemental_Fig_S135_TCGA-LGG_HPV-16_Coverage
	Supplemental_Fig_S136_TCGA-LGG_HPV-58_Coverage
	Supplemental_Fig_S137_TCGA-LGG-HepB_Coverage
	Supplemental_Fig_S138_TCGA-GBM-TR-EBV_Coverage




