


Supplementary table SII: Mutation detection in glioma samples. A Fisher’s exact test was performed to identify genetic mutations that distinguish the clusters A, B, and C as defined in Figure 1. Mutations that were present in at least 10 percent of the unique reads were tested for significance.  There were no significant differences between cluster A vs. C. The cutoff for the FDR was set at 0.01. Genes shown here were significantly different between clusters.
	Cluster A vs. B
	
	
	
	
	

	Gene mutation
	Gene mutation
	Present in A
	Present in B
	p-value
	FDR

	IDH1
	p.Arg132His
	0/26
	28/38
	4.44E-10
	3.11E-05

	
	
	
	
	
	

	Cluster B vs. C
	
	
	
	
	

	Gene mutation
	Gene mutation
	Present in B
	Present in C
	p-value
	FDR

	SDHA
	p.Leu18_Ala19dup
	37/38
	0/5
	6.23E-06
	2.98E-05






