Supplementary Table 2
Number of samples, detected genes and significant genes in the post-mortem human brain samples
	WM brain tissue
	Number of lesions (n=98)
	Comparison of gene count
	Expressed genes 
	Significant 
(FDR < 0.05)

	WM
	25
	All MS tissue vs. WM
	18608
	6712

	NAWM
	21
	NAWM vs. WM
	16713
	465

	RL
	5
	RL vs. WM
	19472
	3493

	AL
	16
	AL vs. WM
	17426
	3415

	IL
	14
	IL vs. WM
	17538
	4570

	CA
	17
	CA vs. WM
	17262
	5739


NAWM = normal-appearing white matter; RL= remyelinating lesions; AL = active lesions; IL= inactive lesions; CA= chronic active lesions; FDR= false discovery rate  
