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gDNA  PCR on 1.8% TAE gel

WT= 239 bp
KO-1= 215 bp
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gDNA  PCR on 3% TAE gel

WT= 239 bp
KO-2= 174 bp
KO-3= 227 bp
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KO-1 RT-PCR
KO KO WT KO NTC
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KO-2 RT-PCR

WT
Skeletal muscle Lung

KO KO KO WT KO KO KO

KO-3 RT-PCRC D E

ggagaaccctactccctcagaactgtccaaacttccctctcacaggtcctcagatctcagccccgaatcctgttgctaaccggca
tgtttaatttgtagCTTACAGATGGGCTGTCAAGCTTGGGCCCCACTAACCTGACGCCTTCTCCATCCAGTCCTCATgtatgtat
tgttcactatttgttggctcaattgtctttgcatatttgggaataagaacaaagggtagggaggagagg

dysf 40a -/- KO-1 ∆24 bp

dysf 40a -/- KO-2 ∆65 bp

dysf 40a -/- KO-3 ∆12 bp

WT

Dysferlin Intron 40 - Exon 40a - Intron 40a partial sequence

intronic sequence (lower case)

EXON 40A (upper case)splice donor and acceptor (green)   

polypyrimidine tract (ppt, orange text)     PCR primers (red text)  

PAM sequence for guide (blue text)
Key :

Deleted sequence (gray text)

Intron 40 ppt ag
Exon 40a

Premature stop codon  

aaacttccctctcacaggtcctcagatctcagccccgaatcctgttgctaaccggcatgtttaatttgtagCTTACAGATGGGCTGTCAAGCTTGGGCCCCACTAACCTGACGC

aaacttccctctcacaggtcctcagatctcagccccgaatcctgttgctaaccggcatgtttaatttgtagCTTACAGATGGGCTGTCAAGCTTGGGCCCCACTAACCTGACGC

aaacttccctctcacaggtcctcagatctcagccccgaatcctgttgctaaccggcatgtttaatttgtagCTTACAGATGGGCTGTCAAGCTTGGGCCCCACTAACCTGACGC

aaacttccctctcacaggtcctcagatctcagccccgaatcctgttgctaaccggcatgtttaatttgtagCTTACAGATGGGCTGTCAAGCTTGGGCCCCACTAACCTGACGC


