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Supplemental Figure S1: Results of the inter- and intra-batch variability analysis
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A Variation of the second fastest Lag phase (TT2) across different aSyn-batches. B Variation of the
average lag phase (LAG) across different aSyn-batches. C Variation of the average maximum
fluorescence intensity (Imax) across different aSyn-batches. In A-C, each marker represents the
TT2/LAG/Imax of one measurement of a validation sample. We used four different samples in total
each is depicted by one color (red, orange, green, blue). Lines connect the mean value of a sample in
the respective batch.
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Supplemental Figure S2: Correlation of the average lag phase with clinical features
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A Correlation of the average lag phase (LAG) with cognitive performance as quantified by the Montreal
cognitive assessment (MoCA). B LAG for patients with and without cognitive impairment, defined as
MoCA < 24. Comparison by unpaired t-test, d= 0.895, 95%Cl= 0.324 — 1.465, p< 0.01. C Correlation of
TT2 with motor symptoms reflected by the unified Parkinson’s disease rating scale part Ill (UPDRS-III).
In A-C, each marker represents one patient sample. In A and C, nonlinear regression and 95%
confidential interval are indicated by blue line and blue-grey area. In B, box indicates 25 and 75
percentiles, whiskers indicate the range, blue line indicates median.

Supplemental Figure S3: Correlation of UPDRS-IIl with MoCA
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Correlation of motor symptoms reflected by the unified Parkinson’s disease rating scale part Il
(UPDRS-III) with cognitive performance as quantified by the Montreal cognitive assessment (MoCA).
Each marker represents one patient sample. Nonlinear regression and 95% confidential interval are
indicated by blue line and blue-grey area.
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Supplemental Table S2: Qualitative findings at TUD and ISNB

Positive at TUD Negative at TUD

Positive at ISNB

42

1

Negative at ISNB

0

12

Supplemental Table S3: Number of positive replicates (N/4) at TUD and ISNB

0 of 4 at TUD 2of4 at TUD 3 of4at TUD 4 of 4 at TUD
0 of 4 at ISNB 12 0 0 0
2 of 4 at ISNB 0 0 1 0
3 of 4 at ISNB 1 4 5 2
4 of 4 at ISNB 0 6 7 17




