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Supplementary Figure 2. Effects of PGRN deficiency on dopaminergic markers in the striatum. (A) Representative Western blot images of dopamine transporter (DAT) and tyrosine hydroxylase (TH) in total homogenates from the striatum of Grn+/+, Grn+/−, and Grn−/− mice. Bar graphs showing densitometric quantification of (B) DAT and (C) TH levels. Data are expressed as percentage of Grn+/+ controls (set as 100) and reported as mean ± SEM. Statistical analysis was performed using one-way ANOVA followed by Tukey’s multiple comparisons test or Kruskal–Wallis test with Dunn’s multiple comparisons test, as appropriate. n = 7–9 mice per genotype.
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