


Table S2. Primers used in this study.
	Regions
	Primers
	Primer sequences (5'-3')
	References

	atpI-atpH
	atpI
	TATTTACAAGYGGTATTCAAGCT
	Shaw et al. 2007

	
	atpH
	CCAAYCCAGCAGCAATAAC
	Shaw et al. 2007

	matK
	390F
	CGATCTATTCATTCAATATTTC
	Cuénoud et al. 2002

	
	1326R
	TCTAGCACACGAAAGTCGAAGT
	Cuénoud et al. 2002

	trnS-trnfM
	trnS(UGA)
	GAGAGAGAGGGATTCGAACC
	Demesure et al. 1995

	
	trnfM(CAU)
	CATAACCTTGAGGTCACGGG
	Demesure et al. 1995

	ycf1
	ycf1_3720F
	TACGTATGTAATGAACGAATGG
	Neubig et al. 2009

	
	ycf1_5500R
	GCTGTTATTGGCATCAAACCAATAGCG
	Neubig et al. 2009

	ITS
	101AB
	ACGAATTCATGGTCCGGTGAAGTGTTCG
	Douzery et al. 1999

	
	102AB
	GAATTCCCCGGTTCGCTCGCCGTTAC
	Douzery et al. 1999

	ACO
	ACOE1aF
	GCNTGYGAGAACTGGGGHTTCTTYGAG
	Guo et al. 2012

	
	ACOE2aR
	ATGGTCTTCATGGCCTCAAACCT
	Guo et al. 2012

	DEF4
	DEF4E1bF
	AGGGGAAAGATTGAGATAAAG
	Guo et al. 2015

	
	DEF4aR
	TTCTTCTTGTAGGTGTCAGTC
	Guo et al. 2015

	RAD51
	RAD51E5F
	AGAGGGHACATTCAGACCACA
	Guo et al. 2015

	
	RAD51E8bR
	CCATCTACTTGTGCGACAACTTG
	Guo et al. 2015
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