
Table S6. Resistance and susceptibility haplotypes in the candidate blast QTLs identified using Magnaporthe oryzae isolate 12YL-DL3-2



















































a For each candidate QTL, the resistance and susceptibility haplotypes are denoted as R-number and S-number, respectively. Different 

numbers represent different haplotypes. 
b Y-16 was identified as a single and two linkage disequilibrium (LD) blocks in the full population and the japonica subgroup, respectively.

Asterisks indicate significant difference between the haplotype frequencies in cases and controls (*0.01<P<0.05; **0.001<P<0.01;

***P<0.001).


