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[bookmark: _Hlk172971054]Figure S1. Additional characterization of MPDA/ICG@M1NVs. (a) SEM image of MPDA, MPDA/ICG, and MPDA/ICG@M1NVs (scale bar: 250 nm). (b) Particle size of MPDA, MPDA/ICG, and MPDA/ICG@M1NVs as measured by DLS. (c) Elemental mapping images of MPDA, MPDA/ICG, and MPDA/ICG@M1NVs (scale bar: 500 nm). (d) SDS-PAGE analysis of total proteins extracted from M1NVs, MPDA/ICG, and MPDA/ICG@M1NVs. MW, molecular weight. (e) Fourier transform infrared (FTIR) spectroscopy of MPDA/ICG@M1NVs.
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Figure S2. Additional photothermal performance of MPDA/ICG@M1NVs. (a) Temperature increase profile of MPDA/ICG@M1NVs at different MPDA concentrations. (b) Temperature profile of MPDA/ICG@M1NVs under photothermal heating and natural cooling. (c) Temperature changes of MPDA/ICG@M1NVs over five cycles of repeated NIR laser irradiation.
[image: ]
Figure S3. Cell uptake and cytotoxicity of different NPs. (a) Cellular uptake of the different formulations on HepG2 cells after 6 h incubation (scale bar = 50 μm) (b) Viability of WRL68 cells incubated with MPDA/ICG@M1NVs NPs containing different MPDA concentrations without NIR irradiation, n=3. (c) Viability of HepG2 cells incubated with MPDA, MPDA/ICG and MPDA/ICG@M1NVs with or without NIR irradiation, n=3. (d) Quantitative analysis of ROS of the different formulations.
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Figure S4. Security analysis of MPDA/ICG@M1NVs. (a) H&E staining of heart, spleen, lung and kidney tissue slices of experimental mice after treatment for 16 days. Scale bar: 200 μm. (b) Heat map of routine blood and serum biochemistry analysis of C57/6J mice after intravenous injection of different NPs. (c) Body weight of mice bearing H22/luc tumour during the 16 days of treatment (n = 3 per group; data are presented as the mean ± s.d.).
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Figure S5. Analysis of KEGG enrichment of different genes in M2 macrophages.
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Figure S6. GO enrichment of different genes in M2 macrophages was analyzed in BP group.
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Figure S7. GO enrichment analysis of different genes in M2 macrophages in MF group.
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Figure S8. GO enrichment of different genes in M2 macrophages was analyzed in CC group. 
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