
Table S1. Microorganisms used in this paper.
	Microorganism
	CA superfamily
	Gene ID
	PDB ID

	Lactobacillus delbrueckii CGMCC 8137
	α
	4083560
	Q1GBE8

	Vanderwaltozyma polyspora DSM 70294
	β
	5544891
	A7TLY7

	Paenibacillus terrae strain HPL-003
	α
	11588253
	G7W012

	Revundimonas subvibrioides strain ATCC 15264
	α
	9502235
	D9QJV3

	Bacillus tusciae strain DSM 2912
	
	9110891
	D5WVK6

	Pectobacterium carotovorum strain PC1
	α
	8131151
	C6DIJ8

	Gluconacetobacter diazotrophicus strain ATCC 49037
	β
	6973802
	A9HL77

	Pseudomonas putida strain KT 2440
	β
	1043582
	Q88RM9

	Deinococcus proteolyticus strain ATCC 35074
	β
	10255586
	F0RNR8

	Arthrobacter chlorophenolicus strain ATCC 700700
	β
	7292699
	B8HEX8



