[bookmark: _Hlk168342501][bookmark: _Hlk168343530]Additional file1 
[bookmark: _Hlk169190717]The expression cassette sequence of hlrGEL6 and its gene sequence (gel6)
1. The expression cassette sequence of hlrGEL6 （N →   C）(426AA)
[bookmark: _Hlk168349690]MRFPSIFTAVLFAASSALAAPVNTTTEDETAQIPAEAVIGYSDLEGDFDVAVLPFSNSTNNGLLFINTTIASIAAKEEGVSLEKRGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGERGDPGSPGNQGQPGNKGSPGPQGPAGQRGNKGERGERGERGASHHHHHH
Note: 
[bookmark: _Hlk168555438]Fluorescent green indicates signal peptides.
Light blue represents six histidine residues.
The section without a colored background represents the target protein sequence, while the light brown background indicates the GS-linker.














[bookmark: _Hlk168555461]
[bookmark: _Hlk168686241]2. The optimized gene sequence of f hlrGEL6 （5′→3′）  
 (Total length 1301bp, gel6 1260bp）
[bookmark: _Hlk168388571][bookmark: _Hlk168388600]ctcgagaaaagaGGTGAAAGAGGTGATCCAGGTTCTCCAGGTAATCAAGGTCAACCTGGTAACAAGGGTTCTCCTGGTCCACAAGGTCCAGCTGGTCAAAGGGGTAACAAAGGTGAACGTGGTGAGAGGGGTGAGCGTGGTGCTTCTGGTGGTGGTGGATCTGGTGGCGGAGGTAGCGGAGGTGGTGGTAGTGGTGGCGGTGGTTCAGGCGGTGGTGGCAGCGGAGGCGGAGGATCAGGTGAAAGGGGAGATCCCGGAAGTCCTGGAAATCAAGGACAGCCAGGCAACAAAGGATCTCCAGGACCTCAAGGACCTGCTGGACAACGTGGAAACAAAGGCGAAAGGGGCGAACGTGGCGAGCGTGGCGCTAGTGGCGGTGGCGGTTCTGGCGGAGGTGGATCCGGCGGAGGCGGTTCAGGTGGTGGCGGCTCCGGTGGTGGTGGCAGTGGCGGTGGTGGCTCTGGTGAGAGAGGTGACCCTGGAAGCCCAGGTAACCAGGGACAGCCCGGAAACAAGGGCAGTCCAGGTCCTCAGGGTCCTGCAGGTCAGAGAGGCAACAAGGGCGAGAGAGGTGAGAGAGGCGAGAGGGGCGCATCAGGTGGCGGCGGTAGTGGTGGTGGCGGAAGCGGAGGCGGTGGTTCCGGTGGCGGCGGATCTGGCGGCGGTGGCTCAGGTGGCGGAGGCTCAGGCGAACGTGGTGATCCTGGATCTCCTGGAAACCAGGGCCAACCAGGTAACAAAGGCTCACCCGGACCACAGGGACCCGCAGGACAAAGGGGCAACAAAGGCGAGCGTGGCGAAAGAGGTGAAAGGGGCGCTAGCGGTGGCGGAGGTTCAGGTGGCGGTGGTAGTGGCGGAGGTGGAAGTGGCGGCGGAGGAAGCGGTGGCGGAGGATCCGGCGGTGGTGGTTCCGGCGAAAGGGGTGATCCTGGTAGCCCCGGAAATCAGGGACAACCTGGCAACAAGGGCTCACCAGGTCCTCAAGGCCCCGCAGGCCAGCGTGGCAACAAAGGTGAGAGAGGTGAAAGGGGCGAACGTGGTGCAAGTGGTGGTGGTGGCTCCGGCGGAGGTGGAAGCGGTGGTGGTGGTTCTGGTGGTGGCGGTTCAGGCGGTGGCGGTTCTGGTGGCGGAGGTTCTGGTGAAAGAGGCGATCCTGGCTCACCTGGCAATCAGGGTCAGCCTGGAAACAAAGGCTCCCCTGGTCCTCAGGGCCCAGCCGGACAACGTGGTAACAAGGGTGAGCGTGGCGAACGTGGTGAGAGAGGCGCTTCTCATCATCACCATCACCATTAAgcggccgc
Note: 
The bright yellow background indicates the XhoⅠ restriction enzyme cutting site (ctcgag) at the 5' end of gel6 and the NotⅠ restriction enzyme cutting site (gcggccgc) at its 3' end.
The bright blue background indicates the KEX2 enzyme cleavage site sequence (aaaaga) at the 5' end of gel6.
The light blue background (CATCATCACCATCACCAT) represents the nucleotide sequence containing six histidine residues.
Red background indicates the termination codon (TAA).
The parts without a colored background represent the target gene sequence (gel6).
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