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Fig. S1 The RMSF values for the α-carbon of each residue of TpFE and TaFE with three parallel MD simulations.
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[bookmark: _Toc161339940]Fig. S2 The RMSF values for the α-carbon of each residue of PchFE and AsnFE with three parallel MD simulations.

2

image1.tiff
— IpFE 1

| T | ' | ' |
50 100 150 200 250 300 350

Amino acid residue




image2.tiff
RMSF (A)

—— PchFE_1
——PchFE_2
——PchFE_3
~—=— AsnEE 1
AsnFE_2
——AsnFE 3

T
50 100

L) I ) l ) I ) I ) ' ) I L} I ) I
150 200 250 300 350 400 450 500

Amino acid residue




