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E9NA96|IR25A_DROME 1 MILMNPKTSKILWLLGFLSLLSSFSLEIAAQTTQNINVLFINEVDNEPAAKAVEVVLTYLKKNIRYGLSVQLDSIEANKSDAKVLLEAICNKYATSIEKK
Q9VW78|IR76b_DROME 1 ----------------------------------------------------------------------------------------------------
A0A068FBN5|CALSG 1 -----MLSTTVYWSQVISAIAQLY------------------------------------------------------------LKDTTICLIWNSELEV
A1Z6D6|IR41a DROME 1 ------MFIDLSWSLVLSAIVGKY------------------------------------------------------------LNESTICIFWNDKFEF
A0A0M4ET77|IR41a DROBS 1 -----MVHVDSAWTILLNII--------------------------------------------------------------------------------
A0A6M9TZ93|IROS ZEUCU 1 -MLPTNLLYSFYWSRMFNVIMQNY------------------------------------------------------------LLSTTTCIIWPENEDF
A0A0G2UEM3|IR41a BACDO 1 -MLPANLLNSFYWSRMFNVIMQNY------------------------------------------------------------LLSTTTCIIWPENADF
A0A6M9TZJ8|IROS BACDO 1 -MLPANLLNSFYWSRMFHVIMQNY------------------------------------------------------------LLSTTTCIIWPENADF
A0A6M9TZJ7|IROS BACDO 1 -MLPANLLNSFYWSRMFNVIMQNY------------------------------------------------------------LLSTTTCIIWPENADF
A0A6M9TY63|IROS_BACCC 1 -MLPTNLLNSLYWSRMFNVIMQNY------------------------------------------------------------LLSTTTCIIWPENADF
A0A0E3U2L5|IR41a_9SCAR 1 MYLQINILANF--------IINKY------------------------------------------------------------FNNNNCLLIITDRNNN
A0A1W6L1B5|deltaX1 CEPCN 1 -----MCHFKMGGMRMRLLILKFY------------------------------------------------------------VFVCCACFETQEICKM
CpomIR41a1 1 MIMPSKL---FPVEILLNILINEH------------------------------------------------------------LQEYFCLTFVTETKLT
A0A140G9G8|IR41a HELME 1 -MIPLPQALT-ALEILLKILIGQY------------------------------------------------------------LNSSYCITIISDEYLF
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 1 -MTLTPAQFFSPLELLLHNLVVQY------------------------------------------------------------LSDSYCVSVVSETPLN
E5FIA6|IR41a_SPOLI 1 ---MLLPTISLPLEILLNTIITQY------------------------------------------------------------LDSSYCVTVFSDKPLS
A0A212F4A5|IR41a_DANPL 1 ----------------------------------------------------------------------------------------------------
A0A2K8GL74|IR41a_9NEOP 1 -MLLLPNSTLLPIENLFYALFDHY------------------------------------------------------------LYTSICLTFISEIPLY
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 1 -MLLLPNLTLLPIENLFYALFDRY------------------------------------------------------------LHTSICLTFISEIPLY
A0A7G4KBX6|IR41a_9NEOP 1 --MLTSKMLSIPIEILLKIILQKY------------------------------------------------------------FINSYCITVVSE----
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 1 ----------------------------------------------------------------------------------------------------
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E9NA96|IR25A_DROME 101 QTPHLILDTTKSGIASETVKSFTQALGLPTISASYGQQGDLRQWRDLDEAKQKYLLQVMPPADIIPEAIRSIVIHMNITNAAILYDDSFVMDHKYKSLLQ
Q9VW78|IR76b_DROME 1 -------------------------------------------------MATGIELLV----------------------AAALCVACPPLNDSPPT---
A0A068FBN5|CALSG 36 DLKTVN-YLDYYAVININLNNLQSCFEKDIDDFNALEKKLTEKGLSYNELTEKLTMAI----------------------EKTHCESFITFQHDILNFIE
A1Z6D6|IR41a DROME 35 QL--LH-KSDYISFVGINIKSFDDNGGHYIIDTGLKKKELQNKHLFLDELVIKIIISI----------------------EVTHCETFVVFDKDIDRFVN
A0A0M4ET77|IR41a DROBS 15 ----------------------------------------------------------------------------------------------------
A0A6M9TZ93|IROS ZEUCU 40 SISWQQDKPPDAAIISIRLHDLAQSFSKDVVDFAAKREELLNDYVVLNPFVEKLTLSI----------------------EKSHCQNFIAFQMDIPIFID
A0A0G2UEM3|IR41a BACDO 40 SISWQHAKPPDAAIINIRLRDLKQSFAKDVVDFAAKREELLNDYVVLNPFVEKLTLSI----------------------EKSHCQNFIAFQLDIPIFID
A0A6M9TZJ8|IROS BACDO 40 SISWQHAKPPDAAIINIRLRDLEQSFAKDVVDFAAKREELLNDYVVLNPFVEKLTLSI----------------------EKSHCQNFIAFQLDIPTFID
A0A6M9TZJ7|IROS BACDO 40 SISWQHAKPPDAAIINIRLRDLEQSFAKDVVDFAAKREELLNDYVLLNPFVEKLTLSI----------------------EKSHCQNFIAFQLDIPTFID
A0A6M9TY63|IROS_BACCC 40 SINWQHAKPPDAAIINIRLRDLEQSFAKDVVDFVAKREELLNDYVVLNPFVEKLTLSI----------------------EKSHCQNFIAFQLDIPIFID
A0A0E3U2L5|IR41a_9SCAR 33 FE---------------------------------YNGNLSYVYVKLNGIEIPYNLVF----------------------RSYGCQGIVITCQSPVSIFE
A0A1W6L1B5|deltaX1 CEPCN 36 VDLIAQRFLNDTCLVVFSNNGCAFKSVIPALYFDPYDTLLENENMDSETYKTTYLTEI----------------------LEIGCNGFVIQTKNPARQFV
CpomIR41a1 38 VN--------------------------------IPINMSLMIIQPNNSVLAEQILDA----------------------SEKGCSDYIIQMHEPENFMI
A0A140G9G8|IR41a HELME 39 LQ---------------------------------SPKSFMYIYASNNETLTYQMLNA----------------------SEMGCSDYIVQLNEPNMFFV
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 40 FV-------------------------------FLPSFTYINPNDTDDNNLVEKLLKV----------------------SEEGCSDYIVRFQNPQNFMN
E5FIA6|IR41a_SPOLI 38 PI-------------------------------ISTSFIYLIP---DEENLVEQIYNV----------------------SERGCSDYIVRMRDPQNFMT
A0A212F4A5|IR41a_DANPL 1 ------------------------------------------------------MLEA----------------------SQMGCSDYIVQMDDPQSFMM
A0A2K8GL74|IR41a_9NEOP 40 VQ--------------------------------VSISFTFLVPNNTTEGLMYQILPI----------------------SEMGCSDYIVLMRHPEDFMV
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 40 VQ--------------------------------VAISFTFLVPKNTTEGLIYQILPI----------------------SEMGCSDYIVLMRHPEDFMV
A0A7G4KBX6|IR41a_9NEOP 34 -------------------------------DSIQLKTSIPFIYAIPNDNFVDLLLNS----------------------SDIGCSDYIVNMKNPQEFMK
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 1 ----------------------------------------------------------------------------------------------------
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E9NA96|IR25A_DROME 201 NIQTRHVITAIAKDGKREREEQIEKLRNLDINNFFILGTLQSIRMVLESVKPAYFERNFAWHAITQNEGEISSQRDNATIMFMKPMAYTQYRDRLGLLRT
Q9VW78|IR76b_DROME 26 ----------------------------------------------------NLIQMGEN--------------GTLSPVTELPM-DVDA----------
A0A068FBN5|CALSG 113 SF---------------INASQYSDWRSKRNRFVFG--------YIEDNFEENFQQLTFF--------------EEQDSILLVSM-DSTS----------
A1Z6D6|IR41a DROME 110 AF---------------NKASVYSIWRSLHNKFVFA--------HIANESPESRNH--FF--------------EDQPNILFVVR-DHSS----------
A0A0M4ET77|IR41a DROBS 15 ---------------------------------------------------------------------------NQPNIIFVVR-DYVN----------
A0A6M9TZ93|IROS ZEUCU 118 AV---------------INASRFSIWRSSNNKFLFV--------YNKDDLQQQLFENRFF--------------EDQSAILLIER-SITN----------
A0A0G2UEM3|IR41a BACDO 118 AV---------------INASRFSIWRSSNNKFLFV--------YNKDDLHDELFEHRFF--------------EDQSGILLVER-YITD----------
A0A6M9TZJ8|IROS BACDO 118 AV---------------INASRFSIWRSSNNKFLFV--------YNKDDLQDELFEHRFF--------------EDQSGILLIER-SITD----------
A0A6M9TZJ7|IROS BACDO 118 AV---------------INASRFSIWRSSNNKFLFV--------YNKGNLQDELFEHRFF--------------EDQSGILLIER-SITD----------
A0A6M9TY63|IROS_BACCC 118 AV---------------INASRFSIWRSSNNKFLFV--------YNKGDLLDELFEHRFF--------------EDQSGILLIER-TVTD----------
A0A0E3U2L5|IR41a_9SCAR 78 NL---------------ELGMKLGSDRFNYRKYLFLTV------TNQLETSLDVLKSKAA--------------EFVADILIVAV-DSDE----------
A0A1W6L1B5|deltaX1 CEPCN 114 LL----------------EETFVLVNNRGNRKLIFLPLLEKS--SFKNLDSHSIVETRSA--------------NYVPNLIMVEP-SVTK----------
CpomIR41a1 84 AF---------------EKVNHLGDIRRSVKKLIFLPVQDD---MNNRSVLTNILALRET--------------GFVANILLVVP-SLQS----------
A0A140G9G8|IR41a HELME 84 AY---------------ENVARMGNVRKGDRKIIMLPTFHHLI-NGSSDVILNVLSNREA--------------SFLANILLIMK-AESS----------
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 87 AF---------------EKVNHLGKVRRSDRKLIFLS----IPDVNYRNQALEMLSKVEC--------------SFVANILLVLT-SDEN----------
E5FIA6|IR41a_SPOLI 82 AF---------------ERVVHIGNVRRSDRKIIILPYNEEYNDNNDENLPSLIFSMKGS--------------EYLANMLMVVN-HNSS----------
A0A212F4A5|IR41a_DANPL 25 NF---------------DKVIHMGNVRRSDRKIVMIPSTKLPL-NDSNYELLKVLSMKET--------------SFVANILLVLP-QHGR----------
A0A2K8GL74|IR41a_9NEOP 86 AF---------------EKVVHMGNSRRSDRKIIFLPYLEGSSNSNCSTDLLEVLSMKES--------------SFVANILLALPVEDHL----------
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 86 AF---------------EKVVHMGNTRRSDRKIILLPYLEGSFNSNCSTDLLDILSMKES--------------SFVANVLLVLPVEDHM----------
A0A7G4KBX6|IR41a_9NEOP 82 AF---------------EKVTHLGLLRKSDRKILILTHSKSYN-AQDKDAILKVLSMNET--------------RFVANILLVIQADVNE----------
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 1 ----------------------------------------------------------------------------------------------------
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E9NA96|IR25A_DROME 301 TYNLNEEPQLSSAFYFDLALRSFLTIKEMLQSGAWPKDMEYLNCDDFQGGNTPQRNLDLRDYFTKITEPTSYGTFDLVTQSTQPFNGHSFMKFEMDINVL
Q9VW78|IR76b_DROME 49 --------SE-------------AGFDADAPVETL---------ETINRKKPKLRE-MLDWIGGKHLRIATL--------EDFPLSYTEV----------
A0A068FBN5|CALSG 164 ----------SS-DIFILKTNKYYGPKAEQQNSLVFLDKFYAENATFLYNHSLFPD-KTANLRGREVIIAGF--------DYRPYFVINY----------
A1Z6D6|IR41a DROME 159 ----------AS--SFDIKTNKFVGRKAENPSQMILVDRYLASEQRFQFGKSLFAD-KLNNLQGREVIIAGF--------DYPPYTVIKH----------
A0A0M4ET77|IR41a DROBS 29 ----------AT--SFALKTNKYVGSRTDHPEQLQLVDRYDSLQQRFQYNHSLFPD-KLRDLKGREVIIAYF--------DYRPYTVMKYVKKNIYGSLV
A0A6M9TZ93|IROS ZEUCU 169 ----------PA-V-FDLKTNKFVGPRADNPKQLYLLDTFNAETNTFLHGNDLFPG-KLSDLQGREVILAAF--------DYRPDVVLKY----------
A0A0G2UEM3|IR41a BACDO 169 ----------PS-I-FDLKTNKFVGPRAENPKQLYLLDRFNAESNTFLHGNDLFPD-KLSNLQGREVILAAF--------DYRPDVVLKY----------
A0A6M9TZJ8|IROS BACDO 169 ----------PS-I-FDLKTNKFVGPRAENPKQLYLLDRFNAESNTFLHGNDLFPD-KLSNLQGREVILAAF--------DYRPDVVLKY----------
A0A6M9TZJ7|IROS BACDO 169 ----------PS-I-FDLKTNKFVGPRAENPKQLYLLDRYNAESNTFLHGNDLFPD-KLSNLQGREVILAAF--------DYRPDVVLKY----------
A0A6M9TY63|IROS_BACCC 169 ----------PA-I-FALKTNKFVGPRAENPKQLYLLDKFSAESNTFLQGNDLFPD-KLSNLQGREVILAAF--------DYRPDVVLKY----------
A0A0E3U2L5|IR41a_9SCAR 131 ----------S--I-FDLYTHKFAGPKEKSTDITWL-DRWYSINNSFLFDSNLYPD-KLENLEGRPFRIICF--------TYKPYCIIDP----------
A0A1W6L1B5|deltaX1 CEPCN 170 --------NI-----FNLKTHYFGGTSNQSKEIIVL-DTYNITSGKFLLDANLFPD-KIKDLQGKILRAAVF--------HYMPYVVLTG----------
CpomIR41a1 140 --------S-GDCKVYDMITHTFVGSDEDVQKPLYL-DRWDSCTGHFERGVNLFPH-NMSNLYGKTVKVAAF--------TYKPYVLLDL----------
A0A140G9G8|IR41a HELME 142 --------PE--CHIYDLVTHKFVGIE-ENDKPVVL-DSWNSCTEEFEKNVYLFPH-NMSNVYGKIVKVTAF--------TYKPYVLLDL----------
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 142 --------Q--CGESFDFVTHKYVGPDSEVNEPLLL-DHWNACTQQFDRKANLFPH-DMTNMKGKTLKVSCF--------TYKPYVLLDL----------
E5FIA6|IR41a_SPOLI 141 --------N-SDCKEFDLITHQYVGPDDVSNLPKYL-DRWDSCSQQFENNANLFPH-DMTNLFGKTLRVACF--------TYKPYALLDI----------
A0A212F4A5|IR41a_DANPL 83 --------FENQCEKYDLVTHQFVGRD-NNDLPVYL-DVWDSCTLQFAYNVDLFPH-NMLNLYGKVVTVAAF--------TYKPYVILDI----------
A0A2K8GL74|IR41a_9NEOP 146 --------EG---ISFDLVTHKYVGLDSEVYQPLYL-DRWNSITKTFEKNVNLFPN-DIRNLQGKTVRVGCF--------TYKPYVLLNL----------
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 146 --------EG---ILFDLVTHKYVGLDSEVHQPLYL-DRWNSITKAFEKNVNLFPN-DIRNLQGKTVRVGCF--------TYKPYVLLNL----------
A0A7G4KBX6|IR41a_9NEOP 141 -----------KCYIYDLITHQYVGKD-DVRKPIYL-NQWNSCTG-FTNNVSLFPHYNMSDLYGKTLKLACF--------NYEPYSLLDL----------
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 1 ---------------------------------LYL-DRWNSITKTFEKNVNLFPN-DIRNLQGKTVRVGCF--------TYKPYVLLNL----------
A0A076E637|IR41a_9NEOP 1 -----------------------VGLDSEVHQPLYL-DRWNSITKAFEKNVNLFPN-DIRNLQGKTVRVGCF--------TYKPYVLLNL----------
A0A1P8P1L9|IR41a HALHY 1 -----------------------------------------------------------------------------------PYVLLHP----------
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E9NA96|IR25A_DROME 401 QIRGGSSVNSKSIGKWISGLNSELIVKDEEQMKNLTADTVYRIFTVVQAPFIMRDETAPKGYKGYCIDLINEIAAIVHFDYTIQEVEDGKFGNM--DENG
Q9VW78|IR76b_DROME 100 ------------------------------------------------------LENGTRVGHGVSFQIIDFLKKKFNFTYEVVVPQDNIIGSPSDFDR-
A0A068FBN5|CALSG 234 ---GEKDNNSYDLAFGG-------------------------------------STLGAVQIDGTEARVVSTFCEIYNCTVWIDSSEANDWGEV--YPNL
A1Z6D6|IR41a DROME 228 ----NMSTNAQDMGVSGE------------------------------------SDFKNVYIDGTETRIVLNFCEQFNCTIQIDSSAANDWGKV--YPNM
A0A0M4ET77|IR41a DROBS 109 ASFKSSRNNIRNIGVPET------------------------------------SDQAYVYIDGTETRVVLNFCAQFNCTLQIDTSDANDWGTI--YPNI
A0A6M9TZ93|IROS ZEUCU 238 ----YPGAPSRDRAFAAN------------------------------------DTNGDVELDGTEERILKTFCEKHNCLVDIDTSEADDWGIA--YRNM
A0A0G2UEM3|IR41a BACDO 238 ----YPGAPSRDRAFAPN------------------------------------DTSGDVEMDGTEERILKTFCEKHNCSVDIDTSEADDWGIA--YRNM
A0A6M9TZJ8|IROS BACDO 238 ----YPGAPSRDRAFAPD------------------------------------DTSGDVEMDGTEERILKTFCEKHNCSVDIDTSEADDWGIA--YRNM
A0A6M9TZJ7|IROS BACDO 238 ----YPGAPSRDRAFAPD------------------------------------DTSGDVEMDGTEERILKTFCEKHNCSVDIDTSEADDWGIA--YRNM
A0A6M9TY63|IROS_BACCC 238 ----YAGAPSRDRAFAAN------------------------------------DTSGDVEMDGTEERILKTFCEKHNCAVDIDTSEADDWGIA--YRNM
A0A0E3U2L5|IR41a_9SCAR 198 -------------------------------------------------------------PDGTDMLVALEYARKHNMTPELVVDEAGEWGNL--YDNW
A0A1W6L1B5|deltaX1 CEPCN 237 -----------------N------------------------------------DTQNNSQIDGTEWRMALQFAKFHNCTFERFVSDEESWGTI--FDNR
CpomIR41a1 211 -----------------D------------------------------------PSLNSLGRDGMEMRIIDEFCRWVNCTVEIVRDDEHEWGEI--YENN
A0A140G9G8|IR41a HELME 211 -----------------E------------------------------------PNITPNGRDGLDIRIVEEFCRWINCTIEMVGDDGREWGEI--YDNR
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 212 -----------------D------------------------------------PAVAPLGRDGMELRIVEEFCRWINCNVVIINEDKDQWGEI--YENQ
E5FIA6|IR41a_SPOLI 212 -----------------D------------------------------------TAIEPLGRDGVEIRIVDEFCRWVNCTVEVVREDVDQWGEI--YKNE
A0A212F4A5|IR41a_DANPL 154 -----------------D------------------------------------TSIVPQGQDGIDVRIVEEFCRWINCTIEIIREDEEEWGEI--YANQ
A0A2K8GL74|IR41a_9NEOP 215 -----------------D------------------------------------TAISPLDRDGMEMRIIDEFCRWVNCTVEVVNEEEGQWGEL--YDNQ
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 215 -----------------D------------------------------------TAISPLDRDGMEMRIIDEFCRWVNCTVEVVNEEEGQWGEL--YDNQ
A0A7G4KBX6|IR41a_9NEOP 209 -----------------D------------------------------------TSVDPLGRDGMEVRVMDEFCRWVNCTIELVRDD-NQWGEIYSYENL
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 47 -----------------D------------------------------------TVISPLDRDGMEMRIIDEFCRWVNCTVEVVNEEEGQWGEL--YDNQ
A0A076E637|IR41a_9NEOP 57 -----------------D------------------------------------TAISPLDRDGMEMRIIDEFCRWVNCTVKVVNEEEGQWGEL--YDNQ
A0A1P8P1L9|IR41a HALHY 7 ------------------------------------------------------------IFDGMETRMVNEFCRLYNCKPIPLTDE-YLWGEI--FSNG
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E9NA96|IR25A_DROME 499 QWN-GIVKKLMDKQADIGLG-SMSVMAE-REIVIDFTVPYYDLVGITIMMQRPSSPSSLFKFLTVLETNVWLCILAA-YFFTSFLMWIFDRWSPYSYQNN
Q9VW78|IR76b_DROME 145 ----SLIEMVNSSTVDLAAAFIPSL-SD-QRSFVYYSTTTLDEGEWIMVMQRPRESASGSGLLAPFEFWVWILILVSLLAVGPIIYALIILR--------
A0A068FBN5|CALSG 293 T-GDGSLGMVVKDMAEISIGAMYSWDVDYLQLDMSM-YLVRSGITCLVPAPRRLTSWLLPLQPFQFTLWLAVMGY-LLVEIISLCFAHKF----------
A1Z6D6|IR41a DROME 287 S-GDGALGMLINRKADICIGAMYSWYEDYTYLDLSM-YLVRSGITCLVPAPLRLTSWYLPLEPFKETLWAAILLC-LCAEATGLVLAYKS-------EQA
A0A0M4ET77|IR41a DROBS 171 S-GDGALGMIVNHKADISIGAMYSWYDDYTYLDLSM-YLVRSGITCLVPAPKRLTSWYLPVQPFQTTLWAAVLLC-LSIETIGLVLAHRS-------EQH
A0A6M9TZ93|IROS ZEUCU 297 T-GEAALGMIARGKAEVGMSAMYTWYADYVALDMSM-YIGRSGITCVVPAPKRLASWLLPIEPFQPALWAFVFVC-LCVEIIALLFIDHARPIIIALSER
A0A0G2UEM3|IR41a BACDO 297 T-GEAALGMIARGKAEVGMSAMYTWYADYVALDMSM-YIGRSGITCVVPAPKRLASLWLPIEPFQPALWAFVFVC-LCVEIIALLVIDHARPIIIALSER
A0A6M9TZJ8|IROS BACDO 297 T-GEAALGMIARGKAEVGMSAMYTWYADYVALDMSM-YIGRSGITCVVPAPKRLASLWLPIEPFQPALWAFVFVC-LCVEIIALLFIDHARPIIIALSER
A0A6M9TZJ7|IROS BACDO 297 T-GEAALGMIARGKAEVGMSAMYTWYADYVALDMSM-YIGRSGITCVVPAPKRLASLWLPIEPFQPALWAFVFVC-LCVEIIALLFIDHARPIIIALSER
A0A6M9TY63|IROS_BACCC 297 T-GEAALGMIARGKAEVGMSAMYTWYADYVALDMSM-YIGRSGITCVVPAPKRLASLWLPIEPFQPALWAFVFVC-LCVEIIALLFIDHARPIIIALSER
A0A0E3U2L5|IR41a_9SCAR 236 T-GNGVVGNLAQDMGDIGLGALYTWEREYSFFDYSK-PTMRSGITCIAPAPRLASGLATPFVSFSMELWIMTLSS-YFLASVALLIVLSV---------T
A0A1W6L1B5|deltaX1 CEPCN 283 T-GNGVLGALVEDRADIGFVALYTWYHESLYLDLTT-AYIRTGVTCLVPPPHRLPLWRSPILPFSPELWAGVVTTLIICNVVSFLLHYGA----------
CpomIR41a1 257 T-GVGVLGNVVEDRADIGITALYSWYDEFRVLDFSA-PIIRTAITCVAPAPRILTSWDLPLVPFTWTMWMCLVFT-FFYASFALSIAQRS----------
A0A140G9G8|IR41a HELME 257 T-GIGILGNVYEDRADLGITALYSWYEEYIVMDFST-PYVRTGVTCVAPSPRLLASWRMPLLPFNLYMWICIFFT-FIYASLALMIAKGF----------
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 258 T-GIGIIGSVVEDRADMGITALYSWYEEWQAMDFSI-SCIRTAITCLAPAPRILASWEMPLLPFSKLMWLAVVIT-FIYAAIGLLMAQK-----------
E5FIA6|IR41a_SPOLI 258 SGGIGVIGSVVKDRADLGITALYSWYEEYRVMDFSV-AGVRTAITCIAPAPRLLSSWEMPLMPFTWYMWLAVVFTYFICLNWDFNSTGI-----------
A0A212F4A5|IR41a_DANPL 200 T-GIGVLGSVFEDRADLGITALYSWYEEYVEMDFSA-PYIRTGITCIAPSPRLLASWTMPLLPFSLYMWIGIFFT-FLYSSLALSIARGF----------
A0A2K8GL74|IR41a_9NEOP 261 T-GIGVIGSVVEDRADFGISALYSWYEEYRMLDFSV-AGIRTAITCLAPSPRLLPSWELPFLPFSWYMWYAVILT-FIFASIGLIIAKRC----------
A0A2K8GKZ6|IR41a 9NEOP 1 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 261 T-GIGVIGSVVEDRADFGISALYSWYEEYRMLDFSV-AGVRTAITCLAPSPRLLPSWELPFLPFSWYMWYAVILT-FFFASIGLIIAKRC----------
A0A7G4KBX6|IR41a_9NEOP 256 T-GVGVIGNVVKDEADVGISALYSWYEEYIALDFST-PLVRTAVTCIAPAARVLASWELPLLPFSLHMWLGLGFT-FFYASMALMIAKGF----------
A0A0U3CDT6|IR41a CNAME 1 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 93 T-GIGVIGSVVEDRADFGI---------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 103 T-GIGVIGSVVEDRADFGISALYSWYEEYRMLDFSV-AGIRTAITCLAPSPRLLPSWELPFLPFTWYTWVAVILT-FIFASIGLLIAKRC----------
A0A1P8P1L9|IR41a HALHY 45 T-GIGVSGNVYMDRADIGIGALYLWENEY-----------------------------------------------------------------------

610 620 630 640 650 660 670 680 690 700
. . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . | . . . . |

E9NA96|IR25A_DROME 595 REKYKDDEEKREF-NLKECLWFCMTSLTPQGGGEAPKNLSG-RLVAATWWLFGFIIIAS-YTANLAAFLTVSRLDTPVESLDDLAKQYKILYAPLNGSSA
Q9VW78|IR76b_DROME 231 ---NRLTGDGQQTPYSLGHCAWFVYGALMKQGSTLSPIADSTRLLFATWWIFITIL-TSFYTANLTAFLTLSKFTLPYNTVNDILTKNK-HFVSMRGGGV
A0A068FBN5|CALSG 380 ESNLSTKRVSWHYSFKYAYATTLKLFVSQ-SGNSYVSSLT-VRVLLFTCFMNDIIL-TSIYGGGLASILTIPSYEKAADTVDG------MLYHKLQWAAN
A1Z6D6|IR41a DROME 377 LYVLPGYREGWWTCTSFGVCTTFKLFISQ-SGNSKAYSLT-VRVLLFACFLNDLII-TSIYGGGLASILTIPSMDEAADTVTR------LRFHRLQWAAN
A0A0M4ET77|IR41a DROBS 261 LYLANRVENIWLRSLAFGLVTTFKLFISQ-AGNSNVRSVT-VRVLLFACFLNDIII-SSIYGGGLASILTIPSMGEAADTLER------LRAYKLQWAAN
A0A6M9TZ93|IROS ZEUCU 394 MHASEEQQNSWVRNFQYAFTTTMLLFVSQ-SNKGTMVNFTPLRVMLFASFLNDIVI-TSIYGGGLSSILTVPSFGQAADSVER------LYAFQLKWGAD
A0A0G2UEM3|IR41a BACDO 394 MRASEEKKNSWARNFEYAFSTTMLLFVSQ-SNKGTMVNFTPLRLMLFASFLNDIVI-TSIYGGGLSSILTVPSFGQAADSVER------LYAFQLKWGAD
A0A6M9TZJ8|IROS BACDO 394 MRASEEKKNSWARNFEYAFSTTMLLFVSQ-SNKGTMVNFTPLRLMLFASFLNDIVI-TSIYGGGLSSILTVPSFGQAADSVER------LYAFQLKWGAD
A0A6M9TZJ7|IROS BACDO 394 MRASEEKKNSWARNFEYAFSTTMLLFVSQ-SNKGTMVNFTPLRLMLFASFLNDIVI-TSIYGGGLSSILTVPSFGQAADSVER------LYAFQLKWGAD
A0A6M9TY63|IROS_BACCC 394 MRAADNKQNSWVRNFEYAFSTTMLLFVSQ-SNKGTMVNFTPLRLMLFASFLNDIVI-TSIYGGGLSSILTVPSFGQAADSVER------LYAFQLKWGAD
A0A0E3U2L5|IR41a_9SCAR 324 ISDENDKKRNVNNIMLSLSLAGRIFLLQS-FQK-VP-NLEQSRITFGLALILSLML-NTIYSSGLSSTMTIPRYYGTIHDADD------LAASEIKWGAT
A0A1W6L1B5|deltaX1 CEPCN 370 -NYIFFEDNKIV--SAIAALEVAGIFLQQGLIKNRKELSW--RTMAFSMLAVSVLL-CTAYSSSLASAMTVPRYDAPINSAED------MANRDLKWAAT
CpomIR41a1 343 --------------TDNVFLDTFGMMITQ--TRED-ATSWRIRSITGWMLVTGLVI-DNAYSGGLASSFTVPKYEASIDTVED------LVDRKMEWGAT
A0A140G9G8|IR41a HELME 343 ------------STTDIFL-TTFGIMITQ-SQPESGFSTWRTRSVIGWMMMTGLVL-DNAYGGGLASTFTVPRYEPSIDTIKD------IVDRKLIWGAT
A0A0B4ZYM2|IR41a_HELAU 1 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 343 ------------wSSNKALLIVFGILISQ--SQHKIGDSWRVRSVIGWLLVAGMILV-NAYGAGLASTFTVPKYESSIDTVQD------IVDRNMEWGAT
E5FIA6|IR41a_SPOLI 345 ------------WFIIVSILNAFGMMIGQ--SQYEGKPSWKIRSVTGWLLIAGLIL-SSAYGAGLASTFTVPRYEPSIDTVQD------IVDRKMEWGAT
A0A212F4A5|IR41a_DANPL 286 -------------KLDKVFFTTFAILITQ-SVSSTFFQPWRIRSVLGWMMITGLVL-DNAYGGGLASTFTVPKYEPTVDTIRD------MVDRKLEWGAT
A0A2K8GL74|IR41a_9NEOP 347 -------------SADQVFLTVFGILISQ--SHYSADSTWKVRRVTGWLLITGLIL-ASAYGGGLASSFTIPKYEPSIDTVQD------LVDRKLEWGAT
A0A2K8GKZ6|IR41a 9NEOP 1 -----------------------------------------------------------------------------------------LVDRKLEWGAT
A0A076E650|IR41a_9NEOP 347 -------------STDQVFLTVFGILISQ--SHYSADSTWKVRRVTGWLLITGLIL-ASAYGGGLASSFTIPKYEPSIDTVQD------LVDRKLEWGAT
A0A7G4KBX6|IR41a_9NEOP 342 -------------NTDKMFLTTFGMMITQ-----------------------------------------------------------------------
A0A0U3CDT6|IR41a CNAME 1 -------------MLISQSQFDVG---TS----------WRVRSITGWMLLAGLIL-DNAYGGGLASVFTVPKYEKSIDTVQD------IVDRRLDWGAT
A0A2K8GKY5|IR41a_9NEOP 110 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 189 -------------SADQVFLTVFGILISQ--SHYSADSTWKVRRVTGWLLITGLIL-ASAYGGGLASSFTIPNYEPSIDTVQD------LVDRKLEWGAT
A0A1P8P1L9|IR41a HALHY 72 ----------------------------------------------------------------------------------------------------

710 720 730 740 750 760 770 780 790 800
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E9NA96|IR25A_DROME 692 MTYFERMSNIEQMFYEIWKDLSLNDSLTAVE-RSKLAVWDYPVSDKYTKMWQAMQEAKLPATLDEAVARVRNSTAATGFAFLGDATDIRYLQLTNCDLQV
Q9VW78|IR76b_DROME 327 EYAI--------------R--TTNESLSMLN-RMIQNNYAVFSDETND-TYN-LQNYVEKN----------------GYVFVRDRPAINIMLY--RDYLY
A0A068FBN5|CALSG 471 SEAW----------------VSAIRSTDDDRMNGILYNFFIYNDDELEVLA--TTRSDM-GFTVE---RLPFGHFAIGDYLSSQTIE--------HLKIM
A1Z6D6|IR41a DROME 468 SEAW----------------VSAIRASDEALVKDILYNFHIYSDDELLRLA--QDQHMRIGFTVE---RLPFGHFAIGNYLGPQAID--------QLVIM
A0A0M4ET77|IR41a DROBS 352 SEAW----------------VSSIRSSDDLKVRELLENFHIYDDHELLVLA--HKANM--GFTVE---RLPFGNYLTGP----D-IE--------QMVIM
A0A6M9TZ93|IROS ZEUCU 486 SEAW----------------VAAIRDDESEIMKGLLRNFDIYSAEQLMELA--QTEEM--GFTIE---RLPFGHFAVQEHLTRSVLG--------KMKIM
A0A0G2UEM3|IR41a BACDO 486 SEAW----------------VAAIRDDESEIMKGLLRNFDIYSAEQLMVLA--QTEEM--GFTIE---RLPFGHFAVQEHLTRSVLD--------KMKIM
A0A6M9TZJ8|IROS BACDO 486 SEAW----------------VAAIRDDESEIMKGLLRNFDIYSAEQLMVLA--QTEEM--GFTIE---RLPFGHFAVQEHLTRSVLN--------KMKIM
A0A6M9TZJ7|IROS BACDO 486 SEAW----------------VAGIRDDESEIMKGLLRNFDIYSAEQLMVLA--QTEEM--GFTIE---RLPFGHFAVQEHLTRSVLN--------KMKIM
A0A6M9TY63|IROS_BACCC 486 SEAW----------------VAAIRDDESEIMKGLLRNFDIYSAEQLMVLA--QTEEM--GFTIE---RLPFGHFAVQEHLTRSVLD--------KMKIM
A0A0E3U2L5|IR41a_9SCAR 414 STAW----------------IESIDSDSRKVFVHIVKNFQILT-EKELAAF--NDEDL--AYAVE---HLQGGNLALGSYISLDGIQ--------RRRLL
A0A1W6L1B5|deltaX1 CEPCN 458 -EAW----------------IFSILQTDDPELKIVLKNFRIVKFNEIIKRS--AEMEW--GFSIE---RLSSGHFAVQEYLQQKYVE--------KMHLM
CpomIR41a1 420 HEAW----------------IFSIMLSEEPLIKSLLSQFKTYPADILRQKS--FSRSM--AFSIE---HLPAGYFAIGEYITKEAAM--------DLEIM
A0A140G9G8|IR41a HELME 423 HEAW----------------TFSLILSQEPLLKKLVKLFRTYPSEDLKRRS--FNRSM--AFSIE---KLPGGTFAIGEYITKEATF--------DLTIM
A0A0B4ZYM2|IR41a_HELAU 1 -----------------------------------VSQFRIHSFDELKRKS--FTRSM--AYSIE---KLPAGNFAIGEYITQEAVL--------DMMLM
A0A5K8B1J4|IR41a_MANSE 423 HDAW----------------IFSLTLSPEPLVKKLVSQFRIHSFEELKKKS--FTRSM--AFSIE---KLPAGYFAIGEYITKDAVL--------DMQLM
E5FIA6|IR41a_SPOLI 425 HDAW----------------IFSLTLSTEPLVKELVSQFRIYSFDELKRKS--FTRSM--AYSIE---KLPAGNFAIGEYVTQEAIL--------DMMVM
A0A212F4A5|IR41a_DANPL 366 HDAW----------------TFSLTLSQEPLIKQLISQFKTYSAEELVEKS--FTRNL--AFSIE---ILPAGYFAIGEYITKEASL--------DLTIM
A0A2K8GL74|IR41a_9NEOP 426 HDAW----------------IFSLTLSKQPLVKQLVSQFKTYTSDQLKKKS--FTRSM--AYSIE---KLPAGYFAIGEYLTREALL--------DMTIM
A0A2K8GKZ6|IR41a 9NEOP 12 HDAW----------------IFSLTLSKQPLVKQLVSQFKTYTSDQLKKKS--FTRSM--AYSIE---KLPAGYFAIGEYLTREALL--------DMTIM
A0A076E650|IR41a_9NEOP 426 HDAW----------------IFSLTLSKQPLVKQLVSQFKTYTFDELKKKS--FTRSM--AYSIE---KLPAGK--------------------------
A0A7G4KBX6|IR41a_9NEOP 358 -------------------------------VRFL-N-------C---KKS--------------------GGYH--SPH--------------------
A0A0U3CDT6|IR41a CNAME 68 HDAW----------------IFSLLLTTQ-----------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 110 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 268 HDAW----------------IFSLTLSNQ--V-------------DYKI----F---I-----I------------------------------------
A0A1P8P1L9|IR41a HALHY 72 ----------------------------------------------------------------------------------------------------

810 820 830 840 850 860 870 880 890 900
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E9NA96|IR25A_DROME 791 VGE-EFSRKPYAIAVQQGSHLKDQFNNAILTLLNK-RQLE-KLKEKWWKNDEALAKCDKPEDQSDGISIQNIGGVFIVIFVGIGMACITLVFEYWWYRYR
Q9VW78|IR76b_DROME 390 RKTVSFSDEKVHCPFAMAKEPFLKKKRTFAYPIGSNLSQLFDPELLHLVESGIVKHLSKRNLPSAEICPQDLGGTERQLRNGDLMMTYYIMLAGFATALA
A0A068FBN5|CALSG 541 KEDLYFQYTVAFVKRCWPLLDRFDHLIYWWHSAGLDKYWEWRIVAVNLNVQKQKQVEATMYSTME-DNG--PVKLGMSNFAGILLIWVLGISVAMMAFVY
A1Z6D6|IR41a DROME 539 KDDIYFQYTVAFVPRLWPLLDKLNTLIYSWHSSGFDKYWEYRVVADNLNLKIQQQVQETMTGTK--DIG--PVPLGMSNFAGFIIVWILGSAIATLTFLL
A0A0M4ET77|IR41a DROBS 416 QEDLYYQYTVAFVPRLWPLLERFNQLIYCWHSSGFDKYWEYRVVADNLNVQIQKQVENTIISRRQNDIGIEPVTLGMANFAGILLVWVLGALAAITVFAL
A0A6M9TZ93|IROS ZEUCU 555 VEDIYFQYTVAFTARMWPMLEGFNEMVVMWHSSGLDKFWEWRIVADNLDGAIQKELMASQYSNLD-DIG--PVKLGMSNFVGMLLLWLLGITCAFLAFLA
A0A0G2UEM3|IR41a BACDO 555 VEDIYFQYTVAFTARMWPLLESFNEMVVMWHSSGLDKFWEWRIVADNLDGAIQKELMASQYSNLD-DIG--PVKLGMSNFVGMLLLWLLGITCAFLAFLA
A0A6M9TZJ8|IROS BACDO 555 VEDIYFQYTVAFTARMWPLLESFNEMVVMWHSSGLDKFWEWRIVADNLDGAIQKELMASQYSNLD-DIG--PVKLGMSNFVGMLLLWLLGITCAFLAFLA
A0A6M9TZJ7|IROS BACDO 555 VEDIYFQYTVAFTARMWPLLESFNEMVVMWHSSGLDKFWEWRIVADNLDGAIQKELMASQYSNLD-DIG--PVKLGMSNFVGMLLLWLLGITCAFLAFLA
A0A6M9TY63|IROS_BACCC 555 VEDIYFQYTVAFTARMWPLLESFNEMVVMWHSSGLDKFWEWRIVADNLDGAIQKELTASQYSNLD-DIG--PVKLGMSNFVGMLLLWLLGITCAFLAFLA
A0A0E3U2L5|IR41a_9SCAR 482 DEDLYWEYCVLMLRKNSIFLSSLNDVILAVTESGLLYYWEHQTVYKYMDMNMQKAVKMSLRANNP-GGSNSIVKLNLDHVIGAFTIWGVGILISIIVFIC
A0A1W6L1B5|deltaX1 CEPCN 527 ASDIYWENCVFMLRKSSAYTTWFSLRILQVLASGIPARWEDQVVAEYLDYGTQKAVSKETFV----DQG--PMKMTVAQVQGTFFILFLGLLLALCVFVG
CpomIR41a1 489 LDKIYYEQCVVMLRKSSPYTAKLSELVGRLHQSGLMLSWETQVALKYLDFKVQLEVRLSRARK-DLEE-IEPLSIK--QLLGIYIFYFGGVVIALLVFFG
A0A140G9G8|IR41a HELME 492 LEEYYFEQCIVMMRKNSFYTHKLSKLIGRLHESGLLLAWETQIALQYLDYKVQLAVKLSRSKK-DVEN-IEPLALR--HVEGIFIIYGVGVVISIISFVI
A0A0B4ZYM2|IR41a_HELAU 51 LEDFYYEQCVVMMRKSSPYTEKVSQLVGRLHQSGLLLAWETQVALKHLNYKVQVEVRLSRTKN-DVGT-TKPLNLD--NVVGIFIVYAIG----------
A0A5K8B1J4|IR41a_MANSE 492 LEDFYYEQCVIMMRKSSPYTEKISQLVGRLHESGLMLAWETQVALKYLDYKVQVEVKLSRSKN-DVSV-TEALNIK--LVEGVFILYLIGVISAVILFIG
E5FIA6|IR41a_SPOLI 494 LEDFYYEQCVVMMRKSSPYTEKVSQLIGRLHQSGLLLAWETQVALKHLNYKVQVEVRLSRSKN-DVGT-TKALNLG--NVMGIFIVYAIGLMLSIATFLG
A0A212F4A5|IR41a_DANPL 435 LEQFYFEQCVIMMRKSSVFTDKINKLIGRLHESGLLLAWETQIALQHLDYEVQLEVKLSRSKR-DVEN-IEPLAIR--HVVGIFIIYGIGVTISFVVFLA
A0A2K8GL74|IR41a_9NEOP 495 LEDFYYENCVVMLRKSSVYTERISELIGRLHQSGLIHAWETQVALKHLDYKVQLEVKLSRSKG-DVGT-----F----H--GL--------SLQ------
A0A2K8GKZ6|IR41a 9NEOP 81 LEDFYYENCVVMLRKSSVYTERISELIGRLHQSGLIHAWETQV---------------------------------------------------------
A0A076E650|IR41a_9NEOP 476 ----------------------------------------------------------------------------------------------------
A0A7G4KBX6|IR41a_9NEOP 374 ----------------------------------------------------------------------------------------------------
A0A0U3CDT6|IR41a CNAME 80 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 110 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 288 ----------------------------------------------------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 72 ----------------------------------------------------------------------------------------------------

910 920 930 940 950 960 970 980 990 1000
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E9NA96|IR25A_DROME 888 KNPRII-DVA--EANAERSNAADHPG--KLVDGVILGHSGEKFEKSKAALRPRFNQYPATFKPRF-----------------------------------
Q9VW78|IR76b_DROME 490 VFSTELMFR--YV-NSRQ-EAN--KW--ARH-GIGRTPNGQSVAPSRWLRGWRRLNSGHGQLLGASTHGQNVTPPPPYQSIFNGGSHGDPLNRWRRPLAN
A0A068FBN5|CALSG 638 EIT--EQYFKCKKSNV------------------------------------------------------------------------------------
A1Z6D6|IR41a DROME 635 ELSLTYILKQSNLK--------------------------------------------------------------------------------------
A0A0M4ET77|IR41a DROBS 516 EFVAAN-LSGDLVPK-------------------------------------------------------------------------------------
A0A6M9TZ93|IROS ZEUCU 652 ELLM-DHMKRAKKVAEFEVIEIGEGSV-------------------------------------------------------------------------
A0A0G2UEM3|IR41a BACDO 652 ELLL-DHMKRAKKVAESDVIEIREGSL-------------------------------------------------------------------------
A0A6M9TZJ8|IROS BACDO 652 ELLL-DHMKRAKKVNEIDVIEIREGSL-------------------------------------------------------------------------
A0A6M9TZJ7|IROS BACDO 652 ELLL-DHMKRSKQVAESDVIEIREGSL-------------------------------------------------------------------------
A0A6M9TY63|IROS_BACCC 652 ELLL-DHMKRSKKL-E-------SG---------------------------------------------------------------------------
A0A0E3U2L5|IR41a_9SCAR 581 ELI-----KNKYNRGDNKV---------------------------------------------------------------------------------
A0A1W6L1B5|deltaX1 CEPCN 621 EITL----KRSVQI--------------------------------------------------------------------------------------
CpomIR41a1 585 ELLS----KCSKPSIVL-----------------------------------------------------------------------------------
A0A140G9G8|IR41a HELME 588 EIIQ----KKRNNKRR------------------------------------------------------------------------------------
A0A0B4ZYM2|IR41a_HELAU 136 ----------------------------------------------------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 588 EVLMEYYKSRVHAVIEI-----------------------------------------------------------------------------------
E5FIA6|IR41a_SPOLI 590 ELYVHHH-KQKK---ERIHVD-------------------------------------------------------------------------------
A0A212F4A5|IR41a_DANPL 531 EITCC---KKKCK--ERKLYINLIL---------------------------------------------------------------------------
A0A2K8GL74|IR41a_9NEOP 569 DLLV-FYI--------------------------------------------------------------------------------------------
A0A2K8GKZ6|IR41a 9NEOP 123 ----------------------------------------------------------------------------------------------------
A0A076E650|IR41a_9NEOP 476 ----------------------------------------------------------------------------------------------------
A0A7G4KBX6|IR41a_9NEOP 374 ----------------------------------------------------------------------------------------------------
A0A0U3CDT6|IR41a CNAME 80 ----------------------------------------------------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 110 ----------------------------------------------------------------------------------------------------
A0A076E637|IR41a_9NEOP 288 ----------------------------------------------------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 72 ----------------------------------------------------------------------------------------------------

1010 1020 1030 1040 1050
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E9NA96|IR25A_DROME 947 --------------------------------------------------------
Q9VW78|IR76b_DROME 581 GNALGNGVLLGGDSEGGVRRLINGRDYMVFRNPNGQSQLVPVRSPSAALFQYSYTE
A0A068FBN5|CALSG 651 --------------------------------------------------------
A1Z6D6|IR41a DROME 648 --------------------------------------------------------
A0A0M4ET77|IR41a DROBS 529 --------------------------------------------------------
A0A6M9TZ93|IROS ZEUCU 677 --------------------------------------------------------
A0A0G2UEM3|IR41a BACDO 677 --------------------------------------------------------
A0A6M9TZJ8|IROS BACDO 677 --------------------------------------------------------
A0A6M9TZJ7|IROS BACDO 677 --------------------------------------------------------
A0A6M9TY63|IROS_BACCC 667 --------------------------------------------------------
A0A0E3U2L5|IR41a_9SCAR 594 --------------------------------------------------------
A0A1W6L1B5|deltaX1 CEPCN 630 --------------------------------------------------------
CpomIR41a1 597 --------------------------------------------------------
A0A140G9G8|IR41a HELME 599 --------------------------------------------------------
A0A0B4ZYM2|IR41a_HELAU 136 --------------------------------------------------------
A0A5K8B1J4|IR41a_MANSE 604 --------------------------------------------------------
E5FIA6|IR41a_SPOLI 606 --------------------------------------------------------
A0A212F4A5|IR41a_DANPL 550 --------------------------------------------------------
A0A2K8GL74|IR41a_9NEOP 575 --------------------------------------------------------
A0A2K8GKZ6|IR41a 9NEOP 123 --------------------------------------------------------
A0A076E650|IR41a_9NEOP 476 --------------------------------------------------------
A0A7G4KBX6|IR41a_9NEOP 374 --------------------------------------------------------
A0A0U3CDT6|IR41a CNAME 80 --------------------------------------------------------
A0A2K8GKY5|IR41a_9NEOP 110 --------------------------------------------------------
A0A076E637|IR41a_9NEOP 288 --------------------------------------------------------
A0A1P8P1L9|IR41a HALHY 72 --------------------------------------------------------


