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Table S1 The content of the different individual PLFAs in soil between the four forest restoration stages
	[bookmark: _Hlk68472670]Microbial PLFAs
(nmol· g–-1)
	Forest restoration stages

	
	F14
	F49
	F70
	UF

	Soil layer
	Topsoil
	Subsoil
	Topsoil
	Subsoil
	Topsoil
	Subsoil
	Topsoil
	Subsoil

	G+ bacteria
	2.41 ± 0.10A
	1.79 ± 0.04b
	1.48 ± 0.10B
	0.94 ± 0.08c
	2.94 ± 0.19A
	1.21 ± 0.05bc
	2.68 ± 0.14A
	4.65 ± 0.36a

	G–- bacteria
	1.52 ± 0.10B
	0.85 ± 0.02b
	0.87 ± 0.15C
	0.59 ± 0.08b
	1.44 ± 0.07BC
	0.67 ± 0.04b
	2.72 ± 0.24A
	2.79 ± 0.29a

	Actinomycetes
	0.07 ± 0.01B
	0.05 ± 0.00b
	0.04 ± 0.01B
	0.04 ± 0.01b
	0.39 ± 0.03A
	0.08 ± 0.00b
	0.09 ± 0.01B
	0.20 ± 0.02a

	AMF
	1.06 ± 0.09A
	0.84 ± 0.06b
	0.40 ± 0.06B
	0.36 ± 0.04c
	1.23 ± 0.08A
	0.58 ± 0.04c
	1.40 ± 0.12A
	1.45 ± 0.09a


[bookmark: _GoBack][bookmark: OLE_LINK111][bookmark: OLE_LINK112][bookmark: OLE_LINK5]Different uppercase and lowercase letters indicate significant differences in topsoil and subsoil between the four restoration stages at the P < 0.05 level. Values are means ± SE (n = 6). Abbreviations: AMF, arbuscular mycorrhizal fungi; G+, gram-positive bacteria; G–, gram-negative bacteria.
