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[bookmark: _Ref426472886][bookmark: OLE_LINK122][bookmark: OLE_LINK123][bookmark: OLE_LINK124]Supplementary Figure S1 Comparison of peak areas obtained for erinacine P (hRF 34) by HPLC-DAD and by HPTLC-UV analyses. 
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Supplementary Figure S2 UV/Vis spectra of (A) the bioactive substance zone at hRF 34 assigned to be erinacine P, measured by HPTLC and (B) reference compound erinacine P, recorded by HPLC-DAD.

TCATTAATGATTTGAAAGGAGTTGTTGCTGGCCTGAAACCCAGGCATGTGCATGCTCCAATCTCATCCATCTTACACCTGTGCACCCTTGCGTGGGTCCGTCGGCTTTGCGGTCGATGGGCTTGCGTTTTTCATAAACTCTTACGCACGCAACGAGAATGTCATAATGCTATAAACGCATCTTATACAACTTTCACAACGGATCTCTTGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACCTTGCGCCCCTTGTATTCCGAGGGGCACGCCTGTCGAGTGTCGTGAAATCTCAACTCAATCCTCTTGTATGAGAGGGTTGGGCTTGGACTTGGAGGCTCGCCGTGCTCTCGGAAGTCGGTCTCTTGAATCGCATCGAT
Supplementary Figure S3 Hericium erinaceus strain FU70034, partial sequence, internal transcribed spacer 1, 5.8S ribosomal RNA gene. 
Supplementary Table S1 Blast hits of FU70034, partial sequence, internal transcribed spacer 1, 5.8S ribosomal RNA gene and homologies to different strains of H. erinaceus [1-3]. 
	GenBank
accession number
	organism
	geographic origin
	identity
	E-value

	AY534600
	H. erinaceum* (KUMC 1022)
	China
	95%
	0,0

	AY534601
	H. erinaceum* (KUMC 1023)
	Korea
	95%
	0,0

	AY534597
	H. erinaceum* (KUMC Y-2)
	Japan
	95%
	0,0

	AY534585
	H. erinaceum* (NFCF F01)
	Malaysia
	95%
	0,0

	AY534583
	H. erinaceus (CBS 485.95)
	USA
	94%
	0,0

	EU784264
	H. erinaceus (K(M)61209)
	UK
	95%
	0,0

	EU784265
	H. erinaceus (K(M)62494)
	UK
	94%
	0,0

	AF397469
	H. erinaceum* (HTDB)
	China
	95%
	0,0


* H. erinaceum is a synonym for H. erinaceus
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