
Table S2. Organisms used in this study. 

strain genotype remarks reference 

Aspergillus niger 

ATNTpyrG 

TetOn:terR_ble; pyrG::ptrA expression platform [1] 

Aspergillus niger tLK01 TetOn:terR_ble; pyrG::ptrA; akuB::hph expression platform for 

homologous integration  

this study 

Aspergillus niger tLK04 TetOn:terR_ble; pyrG::ptrA; akuB::hph; 

fwnA::PterA:His6:lpaA_pyrG 

laetiporic acid production this study 

Aspergillus niger tLK05 TetOn:terR_ble; pyrG::ptrA; akuB::hph; 

fwnA::PterA:His6:lpaAD1415A_pyrG 

no laetiporic acid production this study 

Aspergillus niger tLK06 TetOn:terR_ble; pyrG::ptrA; 

fwnA::PterA:His6_pyrG 

- this study 

Aspergillus niger tLK07 TetOn:terR_ble; pyrG::ptrA; akuB::hph; 

fwnA::PterA:His6_pyrG 

empty vector control this study 

Aspergillus niger tJMW06 TetOn:terR_ble; pyrG::ptrA; akuB::hph; 

fwnA::PterA:His6:calA_pyrG 

calpinactam production this study 

Mortierella alpina 

ATCC32222 

wildtype native calpinactam producer ATCC 

Laetiporus sulphureus 

JMRC:SF:012599 

wildtype native laetiporic acids producer JMRC 

[2] 
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