Table S2: Gene names, predicted functions and protospacer sequences.
	Gene shortcode
	Gene name*
	Predicted function†
	CRISPR plasmid
	Targeted protospacer sequences**

	A
	ASPNIDRAFT2_1168774, protA
	Serine-type endopeptidase activity [1]
	pCpf1.MEC1
	TTTGAGCAGCTGCTGGACCATCACAAC; TTTCCCAGCGGTACTGGTGGAGTACTG; TTTAATCAGCAATGTTCCTCATGATTG

	B
	ASPNIDRAFT2_1166515
	Tripeptidyl-peptidase activity
	pCpf1.MEC1
	TTTCTCGTGCAGGACATGCTTGATGGA; TTTGACTCACACTTCCATCAGGAAGTC; TTTATGCTATATGCCTAGTTTTAGGAT

	C
	ASPNIDRAFT2_1188068
	Aspartic-type endopeptidase activity
	pCpf1.MEC1
	TTTCCTTGGCCTGGGCTACCCAGTCCG; TTTGAGACTCGGAATGGGAACATACCA; TTTCTAGGCTACGAATCTTGGCTACAC

	D
	ASPNIDRAFT2_1162446
	Polyketide synthase, Fusarium sp. FUM1/FUM5 ortholog [2]
	pCpf1.MEC2
	TTTGGAGCCCATAGCGATTGTTGGCAT; TTTCATTGCTATCGATCCAGCCCGGCC; TTTCAGACATCTGGATACATCTTTCTT

	E
	ASPNIDRAFT2_1182122
	ABC-transporter Fusarium sp. FUM19 ortholog [3]
	pCpf1.MEC2
	TTTCGGGCCGGTAGTTAATCGATGTCG; TTTGAACTGCTGTTCTTCTCCATCATT; TTTCATAGGTCTCTCAATCCCACGACT

	F
	ASPNIDRAFT2_1041156
	Cell wall biogenesis protein phosphatase, Saccharomyces cerevisiae SSD1 ortholog [4]
	pCpf1.MEC2
	TTTCAGACGTAAGATCGACGGGTATTA; TTTGCTGCTGTTGCTGTTGAAGAAGCT; TTTCGGCATTCTCGCCTTCTCTTCAAG

	G
	ASPNIDRAFT2_1140361
	Chitin synthase export chaperone
	pCpf1.MEC3
	TTTGGCGATTTCGATTCGTTATGCGAG; TTTGCCGCTCTGCTCCCTGGTGGGTCC; TTTGGTATGATGCCCGTCGAGCCCGAT

	H
	ASPNIDRAFT2_1183214
	Peptidase S33 tripeptidyl aminopeptidase-like C-terminal domain-containing protein
	pCpf1.MEC3
	TTTGCATCCGGAGGCATTGTATGGATA; TTTCCCTTGGCAGGATGTGGCCTAGAT; TTTGCTATTGTTCAATTATGTGGTAAT

	I
	ASPNIDRAFT2_1163985
	Aspartic protease
	pCpf1.MEC3
	TTTGCTTCAGCTACGGCGTCCTCTCCT; TTTGCGGAGAGCAGCGGGCCCATGCA; TTTAAACCCATTACGACAACCCATGCT

	J
	ASPNIDRAFT2_1203317
	Lipase
	pCpf1.MEC4
	TTTCCAGACTTGTCCTGGACTCTTTCC; TTTCTCTTGAGCAGCTTGGCTTAGCTT

	K
	ASPNIDRAFT2_1161533
	Cutinase
	pCpf1.MEC4
	TTTCCACCCCACTGGCAACCGACGCC; TTTGCGAGGGGGTCAACTGAGCTTGGG

	L
	ASPNIDRAFT2_1144378
	Cutinase
	pCpf1.MEC4
	TTTCATCACTCTATCCCTCCTAGCCAC; TTTCCGATCCGGTGCTACCAGTCGAGC

	M
	ASPNIDRAFT2_1223071
	Cutinase
	pCpf1.MEC4
	TTTCTGCTCGGGCTGGCAGGTCTCGCT; TTTATCTTGGCGGGCACGGCTAATCGT

	N
	ASPNIDRAFT2_1200349
	Orthologs are predicted to have Alpha/beta-hydrolase activity
	pCpf1.MEC4
	TTTGTGTGCGCAGTAGAGGCACTGGCA; TTTGACTGAACTGGTCATGGATGCTGT


*Aspergillus niger ATCC 1015 †Based on UniProtKB entry (https://www.uniprot.org/, 19-01-2025). ** PAM sequences are underlined.
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